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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
M MRRGP GRHRLHDAWWT LI LFAVI GVAVLVTAVSFTGSLRSTVPVTLAADRSGLVMDS GAK
- . AAMMAAALLAAAARARAANMARARARAARAR —— —_— -

structure

SS

. | I S—— Baw B e e | ]
confidence

Disorder
confidence
70 80 90 100 110 120

PEEMmEE V MMRGVQVGRVAQI GRI EWAQNGASLRLEI DPDQI RYI PANVEAQI SATTAFGAKFVDLV
Secondary - - } } )
—— ——y —————] ——y ——— iy ————— ——y ————— [ ——

structure - —

PERY "R

confidence
Disorder 227? 222?72 2?2227 ————
Disorder
confidence

.. . .. . . . .13 . . . .., . . . .10 . . . ., . . . .25 . . . ., . . . .160 . . . ., . . . 170 . . . ., . . . .180
P MP QNP SRARLSAGAVLHSKNVSTEI NTVFENVVDLLNMI DPLKLNAVLTAVADAVRGQGE
Secondary _
R G e G T G L G W
structure‘ M
SS

confidence
Disorder —2 2222222 2122722222222 ? 227?22 —

DIISOI'der I IS B OO | . _____________Emaas | ]
confidence

© o o oqg 0o o o o MDo ¢ o 55 o o o AW o o o5 o 0o o oBMo o o o5 o 0 0o o Do o o o5 o o o oW o o o g o5 o o o 20
PEEMEE R GQATTDLNEVLEALNARGDTI GGNWRSLKNFTDTYDAAAQDI LTI LNAASTTSATVVN
Secondary o o E AR RL L LR LR R LR LR R AL R LR R AR R L LR AR LA R LU LR URRRR AR
structure

SS
confidence
Disorder ?
Disorder
confidence

.. . .. . . . .20 . . . ., . . . .20. . . ., . . . .210. . . ., . . . .28 . . . ., . . . .29 . . . ., . . . .30
P HS TQLDALLLNAI GLSNAGTNLLGSSRDNLVGAADI LAPTTSLLFKYNPEYTCFLQGAKW
Secondary @ g 4 AR R R R A KA R R R L LR LR LR R AR R A R A LR A R L L LR LR A RARR AR
structure
SS
confidence
Disorder ? ? ?

Disorder
confidence
. 310 . . . 320 330 340 350 360

B Y L DNGGY AAWGGADGRTLQLDVALLFGNDPYVYPDNLPVVAAKGGPGGRPGCGPLPDATH

Secondary, u u m ARARAR .
R
structure
confidence
Disorder 2?2 ? 2 22722
Disorder =

confidence

. . . ... . . . .30. . . ., . . . .38. . . ., . . . .39. . . ., . . . .40. . . ., . . . .40. . . ., . . . .40
PEEMEESINFPVRQLYVTNTGWGTGLDI RPNPGI GHPCWANYFPVTRAVPEPPSI RQCI PGPAI GPNPA
Secondary
structure

DI,Sorder | ] - . | ] I - ] -
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

AGEQP
Secondary
structure

_ SS

fesiteencl ——
Di_sorder

confidence

Confidence Key
High(9) I EHIENN Low (0)
? Disordered ( 26%)
AR Alpha helix ( 44%)
) Beta strand ( 14%)

AN TM helix ( 5%)



