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$ PDB header:protein transport
. 25 Chain: A: PDB Molecule:pe family protein pe8;

! Coxfsh_ Alignment 8- PDBTitle: crystal structure of pe8-ppel5 in complex with espg5

from m.2 tuberculosis

Fold:Ferritin-like
Superfamily:PE/PPE dimer-like

2 d2g38al Alignment
Family:PE



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c5xfsA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d75a842f707c3c62/c5xfsA_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d2g38a1
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d75a842f707c3c62/d2g38a1.2.pdb

