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Secondary structure and
disorder prediction

Pnyre

1. . Lo 10 . o200 300 L. oa0 . . ... U50 . ... ... .60

PP MS AQQTNLGI VVGVDGSPCSHTAVEWAARDAQMRNVALRVVQVVPPVI TAPEGWAFEYSR
Secondar - -
v ey ——— RANANARNRANRANANAAN ey

structure

SS

. B ] B B ]
confidence

Disorder 2 2 2 2 2 2 2 2222227272 72727?

DlSOrder |
confidence
70 80 90 100 110 120

FQEAQKREI VEHSYLVAQAHQI VEQAHKVALEASSSGRAAQI TGEVLHGQI VPTLANI SR
Secondary. g A ARAAAARARARAAAARAAAAAAARRAAARA
——————— ey —— UUURANANAN—

structure

Disorder 2 2222222272 7?2? 222

Dl_sorder
confidence
L0130 . . . ., . .. .180 . . . ., . . . 150 . . . ... . . . 160 . . . ... . . . .170. . . ... . . . .18

QVAMVVLGYRGQGAVAGALLGSVSSSLVRHAHGPVAVI PEEPRPARPPHAPVVVGI DGSP

Secondary - . )
—_— ARARRARR —_— —
structure &
B BN | I NN . [ | I NN
confidence

Disorder

Disorder
confidence
190 . 200 . 210 220 . . . 230 . .. 240

TSGLAAEI AFDEASRRGVDLVALHAWSDMGPLDFPRLNWAPI EWRNLEDEQEKMLARRLS
Secondary, u g ARRAAARAARAARAA AARARARAAARAARARA
structure _
SS
confidence
Disorder 2222222722

Disorder
confidence
250 260 270 280 . . 290 . . 300

GWQDRYPDVVVHKVVVCDRPAPRLLELAQTAQLVVVGSHGRGGFPGMHLGSVSRAVVNSG
Pecondaly RRARRA — —— ARRAARRRAN — AR ARAAARARRAAR

structure

_——- I

Disorder
Disorder
confidence
310

QAPVI VARI PQDPAVPA

Secondary
structure ‘

)
confidence
Disorder 2222127272
Disorder
confidence

Confidence Key
High(9) Il [ERERNN Low (0)
? Disordered ( 15%)
AR Alpha helix ( 40%)
= Beta strand ( 19%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

