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Secondary structure and
disorder prediction

1 10 20 30 40 50 60

M VATPVI LVTGHEGTAAVTADLLGLLTDHGTATLRSVAPGSVRRADPRPRCHRREQRRRHR

Secondary - )
S e RAARARARAANAN e RUALARAALARAAN
structure
confidence
Disorder ? 2 ? 2 ?2-?2272?222?2272?7? 222 —
|| H . == b |

D|§order —
confidence
70 80 90 100 110 120

P A S MKSAlI HPDHHPRRLPRCPVLRRDQVVLEMI VI TMVGRPSGPGERKWDVWGSVARAVTG

>econdary RAAA ARAA —ARARRARAARAARRRARR ——— — RARARARARAR —
confidence
Disorder —2 22222272722 221272 222221722

Dl_sorder
confidence
130 140 150 160 . . 170 . . 180

B GHVPVKSI LTGAHADPHSYQASPADAAAI VDAELVI YNGGGYDPWVDQVLAGHP GVQAVD

Secondary - } )
— — ARRARAARR e RAARRRARRR ——
structure
confidence
Disorder ? 2?2 —
]

Disorder

confidence
.. ... . . .19 . .. ., ... .200. .. ., ... 210 . ..., ... .2200. . .., ... .230. . . ., . . . .240
e AYSLLGAVGDDDAPNEHVFYDPNVAKAVAATI ADRLADLDPSNSGNYRANAAEFSRGADA
Secondary —  AAARAAAAAAAAAAAAAR — AARRARARARAARARAN

structure

SS
I  ————— BN Dl

Disorder —2 2?22?22 ?22?2?? ?
D[sorder I
confidence

... ... 025000 ..., L260 . ..., . ...270. ..., ... .0280 . . . .o, .o.o.o.290 . . . .., . . . .300

M Al SEHAI ATTYPDAAVI ATEPVVHYLLAAAGLKNRTPATFI AANENGNDPTPADMAAVL

Secondary) u gy ARRAARARR —— m— AAARARARARN —— — ARRARRARA
structure
SS

confidence
Disorder 2-222-22222222?

Disorder
confidence
310 320 330 340 350 360

PR DMI AGREVAALLVNPQTPTAATDELQVAARRAGVPI TELTETLPSGTDRDQFCAADRPDR
Secondary - -
RSN e PR G W e RAAAANNNARANSN
structure
SS
confidence
Disorder ?

Disorder
confidence
. . . ... . . . .30. . . ., . . . .38. . . ., . . . .39. . . ., . . . .40. . . ., . . . .40. . . ., . . . .40
P RGRSLRADHADRGLSARGHRVGDLLPTALVCHRRSGGRGRPRRASARPGNCVRRTDGRGS

>econda’ AMAARAAAAARARAARA — ) ——RARRAR——— RRARAN —_—

structure

confidence

Disorder ?2 —2 2?2?22 2?2 72 27?2 —2272727?—12722272721?12??

Dl.SOrder ] I NN O . | | -
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

430 440 450 460 470 480

P RPGCPDRRGTPRDVFADHPRRGGRPGRGCPGRRDRDLGGLRRGFRRRRHPAVAGAWSP GV

Secondary RRRRRN ARURRLRLRRASR

structure

Disorder 2 2 222222 7?2 227222222222222222127? 22— 2292

DI,Sorder T T I IR . I 09090 O s B e .
confidence

490 500 510

M GVRGHHLVCDLPDLLVAPAAPLTSRSRFRPL

Secondary AARAR
structure

confidence
Disorder 2222222222222 7?
Disorder - e

confidence

Confidence Key
High(9) Il [ERINN Low (0)
? Disordered ( 27%)
A% Alpha helix ( 44%)
= Beta strand ( 11%)

RS TM helix ( 3%)



