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Secondary structure and
disorder prediction

1 . . .. .. .10 ... ... 200 ... o..300. ..., .L80 . ..., ... .80 . . ... .. . .60
MY VTRVLLLGGTAEGRALAKELHPHVEI VSSLAGRVPNPALPI GPVRI GGFGGVEGLRGWLR
Secondary - - -

T ey RRNNSSNNNNN 0 ——— - RAINNNNNSSN
structure

SS
confidence
Disorder ? 2 ?

D|§order ——
confidence

70 80 90 . 100 110 120

MY EERI DAVVDATHPFAVTI TAHAAQVCGELGLPYLVLARPPWDPGTAI | AVSDI EAADVVA
Secondar - . )
YA AAARRARAARARRARAN — — e — AARRARAAR

structure

confidence

Disorder

Disorder
confidence
130 140 150 160 170 180

PRI EQGYSRVFLTTGRSGI AAFANSDAWFLI RVVTAPDGTALPRRHKLVLSRGPYGYHDEFAL
Secondary

— —————— — —— — ————— RRRARAN
Siriickurs) A AAAA — —
confidence
Disorder 222222
HE .

confidence
.. . ... .. 190 . .. ... .. .200 . ..., L.210 . ..., . ..02200. .. ... ...2300. ..., ... .240
IR L REQRI DALVTKNSGGKMTRAKLDAAAALGI SVVMI ARPLLPAGVAAVDSVHRAAMWYAG
Secondary - -
ey —————— RAAAAARAAN e—— — RARAARARANN
structurem u

SS
confidence

Disorder
Disorder
confidence

LPSR
Secondary
structure

SS
e ——

Disorder 2 2 2 ?
D|§order e —
confidence

Confidence Key
High(9) " [EIRNN Low (0)
? Disordered ( 7%)
AR Alpha helix ( 36%)
= Beta strand ( 22%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

