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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
P VLEDI GLGNRLQRGRSYARKGQVI SLQVDAGLVTALVQGSRARPYRI RI GI PAFGKS QWA
Secondary - - -
SAASAAARAAN Teaas—— S S ———
structure m
SS
confidence

Disorder
confidence
70 80 90 100 . . 110 . . 120

P HVERTLAENAWYAAKLLSGEMPEDI EDVFAGLGLSLFPGTARELSLDCSCPDYAVPCKHL
naar
>econda’y AAARARAA ARARRRAR —— RRRRAARANR RRR RRR

structure

. _— [ e e [ Y S I

Disorder

Disorder
confidence
130 140 150 160 . . . 170 . P 180

B AATFYLLAESFDEDPFAI LAWRGREREDLLANLAAARADGAAPAADHAEQVAQPLTDCLD
Secondary
AAAAAARAAAA —— ARAAAAAR —— AAAARARAAA
structure m
53

confidence
Disorder 22 2 2 2?2 272727272722 72727272272272272772727727727277?

Disorder

confidence
... ... .19 . ..., .2000 . ..., 0210 . ..., ... L22000 ..., ...230 . . L,
MRS RYYARQADI NVPSPPATPSTALLDQLPDTGLSARGRPLTELLRPAYHALTHHHNSAGG
Secondary, o AARARAARARARARARAR

structure

Disorder
confidence

Confidence Key
High(9) [ IIRIIN Low (0)
? Disordered ( 30%)
A% Alpha helix ( 42%)
=) Beta strand ( 9%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

