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Secondary structure and
disorder prediction

1 . . .10 . 200 300 .40 . ... .50 . . ... ... o.60

PR VLADGELTVLGRI RSASNATFLCESTLGLRSLHCVYKPVSGERPLWDFPDGTLAGRELSA

Secondal y

- I Il I Tl T N I NN N
confldence

22
Dlsorder EEEm T O EE e

confidence

70 80 90 100 ... 110 . . 120

YLVSTQLGWNLVPHTI | RDGPAGI GMLQLWVQQPGDAVDSDPLPGPDLVDLFPAHRPRPG

Secondary - -
RARRARR — —_—
structure AR

SS

confidence

Disorder ? 2222722222272 —272 ——

Disorder
confidence
130 140 150 160 170 180

YLPVLRAYDYAGDEVVLMHADDI RLRRMAVFDVLI NNADRKGGHI LCGI DGQVY GVDHGL
naar
secondary’ ARARAA RAR ARRRRRRAARRRAR —_— —
I

structure

Disorder 2 —2

Disorder
confidence
L0190 . . . ., . . . .200 . . .., ... .2100. . .., ... L2200 . . ., . . . .230. . . .., . . . .240

B CLHVENKLRTVL WGWAGKP I DDQlI LQAVAGLADALGGPLAEALAGRI AAAEI GALRRRAQ

Secondary )
~~~~~~~~ — RARAARALAANAL  ATIRTARAL  AAALARAARAAN
structure
confidence
Disorder 2222227272
[ | I I B0 s

Disorder
confidence
L0250 . . . .. . . . .20 . .

SLLDCPVMPGP NGHRPI PWPAF
Secondary

structure m
SS
confidence

Dllsorder I I NN O
confidence

Confidence Key
High(9) Il ETRIRIR Low (0)
? Disordered ( 17%)
A% Alpha helix ( 29%)
=) Beta strand ( 18%)



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

