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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
LAl FLI DLPPSDMERRLGDALTVYVDAMRYPRGTETLRAPMWLEHI RRRGWQAVAAVEVT
Secondary -

— ey — RRNNANANRARARANAANS —— ANARARAAARRARANN — RARANANAAN
structure

SS
confidence
Disorder ? ?

Disorder
confidence

70 80 90 100 110 120

B AAEQAEAADTTALPSAAELSNAPMLGVAYGYPGAPGQWWQQQVVLGLQRSGFPRLAI ARL
naar -
>econdary AR RRARAAR ey, AAALARRRRANAR RRRRAAR

structure

Disorder —2 —2 2 2 ? 2 2 2

Disorder
confidence
.. . .. . . . .13 . . . .., . . . .10 . . . ., . . . .25 . . . ., . . . .160 . . . ., . . . 170 . . . ., . . . .180
PP MTSYFELTELHI LPRAQGRGLGEALARRLLAGRDEDNVLLSTPETNGEDNRAWRLYRRLG
Sy — — AR AAARAARARRARRRN — — ARRUUURURRN

structure
SS

confidence

Disorder
Disorder
confidence
190 . 200 .

MRS F 7Dl | RGYHFAGDPRAFAI LGRTLPL
Secondar - -
y - Ry

structure

. —__ | B —

Disorder 2222727272
Disorder
confidence

Confidence Key
High(9) [ IIRIIN Low (0)
? Disordered ( 8%)
AR Alpha helix ( 49%)
=) Beta strand ( 17%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

