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Secondary structure and
disorder prediction
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http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

430 440 450 460 470 480

X PPI PWYRLPAVI I TGTTVAVLLVGAAVAI GLSTGDQPTAPGTPQRPGVTTTAAPPPSPAP

Secondary
structure
_ I | I S O N S
confidence
Disorder 2 2222?27?72 ?2?2?2?2?2?—2?2?2?27277272?2222?2?2?27?7?2?2?2772727222?2?2?2?2?2?2?2?2?27272772722727222?2?2?1???
| I I - [ e———— ey | [
confidence
.. . ... . . . .49 . . . ., . . . .500. . . ., . . . .510. . . .., . . . .50 . . . .., . . . .53. . . .., . . . .-540
P ASDGPTTEPAPPVQAPATGGPAPPLQQPLPPPPTTTNTQPAVTTDVI TPAPTTPASAPPA
Secondary
structure
——
confidence
Disorder 2 2 2222?22?22 222?22?2?2?2?2?2?22722222222?2?22?2?2?222227722722?2?27?22?22?2?2222227222?212?1???
e — - - ————
confidence
. . . .. . . . .50 . . . ., . . . .50. . . ., . . . .570. . . ., . . . .58 . . . ., . . . .59. .
PRSI TTQPPATTQPPATTSPSPPPI PPIPPIPEIPQLPPGI PQVPGI GQFSAI SGS
Secondary ———

structure

)
confidence

Disorder
confidence

Confidence Key
High(9) [ LIRINN ow (0)
? Disordered ( 45%)
AR Alpha helix ( 26%)
=) Beta strand ( 14%)

AN TM helix ( 3%)



