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Secondary structure and
disorder prediction

L1020 o030 ... 80 . .50 . . ... ... .60

PRI MRLPGRHVLYALSAVTMLAACSSNGARGGI ASTNMNPTNPPATAETATVSPTPAPQSART

secondary _m q aARARAARAAAAAAA

structure

--_- L N IS N N .

PRRRY PP RYPRYP PR Y WY PR PR Y Y Y YRR |

D|§order T RN B S | [ | | [Ee— e e ] ]
confidence

L7080 L ... ... .90 . ..., ... 100 . ..., ... 110, . .., ... .120

PR ETW NLQVGDCLADLPPADLSRITVTI VDCATAHSAEVYLRAPVAVDAAVVSMANRDCAA

Secondary . - ) )

— —)——— - — — RAUMARARARRRRAN
structure

confidence
Disorder 22221272 ?

Disorder
confidence

L0130 . . . ., .. . 140 . .. ., ... 150 . .., ... 160 . ..., ... 170 . ...,

PR GFAPYTGQSVDTSPYSVAYLI DSHQDRTGADPTPSTVI CLL QPANGQLLTGSARR

Secondary - } )
———————— [ ————— ey ————— I —
structure -WWRAN RAAAAN

confidence

Disorder ? 22722127272

Disorder
confidence

Confidence Key
High(9) Il FIIEII Low (0)
? Disordered ( 34%)
A% Alpha helix ( 24%)
=) Beta strand ( 24%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

