PERET mdejesus@rockefeller.edu
RVBD2574 (-
) 2898816 _2899319
\Zl\gichug 7 12:50:21 BST
RS 455d736001425766

Phyra? s

-—

Secondary structure and
disorder prediction

T - )

PR MYPCERVGLSFTETAPYLFRNTVDLAI TPEQLFEVLADPQAWPRWATVI TKVTWTSPEPF

Secondary AR ——— AARARARRAR AR —

structure

confldence

D|§order
confidence
70 80 90 100 . . 110 . . . 120

GAGTTRI VEMRGGI VGDEEFI SWEPFTRMAFRF NECSTRAVGAFAEDYRVQAI PGGCRL T
Secondary )
structure
SS
confidence
Disorder 2272 22722
Disorder
confidence

130 . . . .. . .. M40 . . . .. ... 150 . . ... ... 160 . ...,

MW MAQKLAGPARPALFVFRPLLNLALRRFLRNLRRYTDARFAAAQQS
Secondar .
Y — SAUURRRARRAARGTURRRRRNAANURRRARARNSNSN

structure

-
confidence

Disorder
Disorder
confidence

Confidence Key
High(9) I ENRRNI Low (0)
? Disordered ( 19%)
AR Alpha helix ( 29%)
)y Beta strand ( 36%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

