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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
PR MSKLPFLSRAAFARI TTPI ARGLLRVGLTPDVVTI LGTTASVAGALTLFPMGKLFAGACYV
Secondary g qARARRAARAAARAARAARRAR AAASAASALAAAAAARASAAAAAARSARA

structure

SS

confidence

Disorder

confidence
70 80 90 100 110 120

BT VWF FVLFDMLDGAMARERGGGTRF GAVLDATCDRI SDGAVFCGLLWWI AFHMRDRPLVI A
SeCondary. p o AARARARRRRAAAAA — AMMAAAALLAALALAARARAARARAL ——— ARAAR

structure

SS
confidence

Disorder

Disorder
confidence
130 140 150 160 . . 170 . . 180

BRIy LI CLVTSQVI SYI| KARAEASGLRGDGGF|I ERPERLI | VLTGAGVSDFPFVPWPPALSVG

secondaly ARARRARNRRRAARRRAARAN AMRAATTITTTTTTLLLLLILIARARAARARY
SS
-
Disorder ? 2

confidence

.. . .. . . . .19 . . . ., . . . .20 . . . ., . . .o .210. . . ., . .
PEEMEE MWL LAVASVI TCVQRLHTVWTSPGAI DRMAI PGKGDR
S d
ol AAASAALAALAGAANIARAAAAL

structure

)
confidence

Disorder 222272222272221722?

Disorder
confidence

Confidence Key
High(9) [ IIRIIN Low (0)
? Disordered ( 10%)
A% Alpha helix ( 81%)
=) Beta strand ( 0%)

AR TM helix ( 52%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

