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# Template Alignment Coverage 3D Model Confidence
1 c6an7D_ Alignment

2 c6an7C_ Alignment

3 c5njaB_ Alignment

4 c5do7B_ Alignment

5 c5nj3B_ Alignment

6 c5do7A Alignment

7 C5xjyA_ Alignment

8 C5x5yG_ Alignment

9 c5n9yB_ Alignment

10 cliflA_ Alignment B
11 c6mjpG_ Alignment

% i.d.

Template Information

PDB header:transport protein

Chain: D: PDB Molecule:transport permease protein;
PDBTitle: crystal structure of o-antigen polysaccharide abc-
transporter

PDB header:transport protein

Chain: C: PDB Molecule:transport permease protein;
PDBTitle: crystal structure of o-antigen polysaccharide abc-
transporter

15

PDB header:transport protein
Chain: B: PDB Molecule:atp-binding cassette sub-family g member
2;

PDBTitle: structure of an abc transporter: part of the structure that
could be2 built de novo

PDB header:transport protein

Chain: B: PDB Molecule:atp-binding cassette sub-family g member
8;
PDBTitle: crystal structure of the human sterol transporter
abcg5/abcg8

15

PDB header:transport protein

Chain: B: PDB Molecule:atp-binding cassette sub-family g member
2;

PDBTitle: structure of an abc transporter: complete structure

12

PDB header:transport protein

Chain: A: PDB Molecule:atp-binding cassette sub-family g member
5;

PDBTitle: crystal structure of the human sterol transporter
abcg5/abcg8

11

PDB header:transport protein

Chain: A: PDB Molecule:atp-binding cassette sub-family a member
1;

PDBTitle: cryo-em structure of human abcal

10

PDB header:membrane protein
Chain: G: PDB Molecule:uncharacterized protein;
PDBTitle: a membrane protein complex

17

PDB header:membrane protein
Chain: B: PDB Molecule:zinc transport protein zntb;
PDBTitle: the full-length structure of zntb

12

PDB header:virus

Chain: A: PDB Molecule:inovirus;

PDBTitle: molecular models and structural comparisons of native
and2 mutant class i filamentous bacteriophages ff (fd, f1, m13),3 ifl
and ike

PDB header:lipid transport
Chain: G: PDB Molecule:lps export abc transporter permease Iptg;
PDBTitle: Iptb(e163q)fgc from vibrio cholerae



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c6an7D_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8dcaf8da6deae98/c6an7D_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c6an7C_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8dcaf8da6deae98/c6an7C_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c5njgB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8dcaf8da6deae98/c5njgB_.3.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c5do7B_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8dcaf8da6deae98/c5do7B_.4.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c5nj3B_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8dcaf8da6deae98/c5nj3B_.5.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c5do7A_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8dcaf8da6deae98/c5do7A_.6.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c5xjyA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8dcaf8da6deae98/c5xjyA_.7.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c5x5yG_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8dcaf8da6deae98/c5x5yG_.8.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c5n9yB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8dcaf8da6deae98/c5n9yB_.9.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c1iflA_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8dcaf8da6deae98/c1iflA_.10.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c6mjpG_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8dcaf8da6deae98/c6mjpG_.11.pdb

PDB header:metal transport

17 Chain: E: PDB Molecule:magnesium transport protein cora;
PDBTitle: the complete structure of cora magnesium transporter
from2 methanocaldococcus jannaschii

12 c4ev6E_ Alignment



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c4ev6E_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8dcaf8da6deae98/c4ev6E_.12.pdb

13 C2bbjB_ Alignment

PDB header:metal transport/membrane protein
7 Chain: B: PDB Molecule:divalent cation transport-related protein;
PDBTitle: crystal structure of the cora mg2+ transporter



http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2bbjB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/d8dcaf8da6deae98/c2bbjB_.13.pdb

