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Secondary structure and
disorder prediction

BT VN ANR TS AQRLLAQAGGVSGLVYSSLPVVTFVVASSAAGLLPAI GFALSMAGLI LLWRLL
secondary ARAAAAL ALTTLAAATIALALALILLL  ALALLIRRALLLLLLIIAAA
SS -

confidence

Disorder

. |
confidence

[ Sequence | RRESARPVVAGFCGVAVCALI AYLVGQSKGYFLLGI WMSLLWAVVETLSI LI RRPIVGYL
Secondary g mARRUARRULRRARURRAARA———— ASRALLLALAALALAASARAY —RARRAN

structure

SS
confidence

Disorder

Disorder
confidence
130 140 150 160 . . 170 . . 180

BT WS WL S GRDRAWRDVSRAVFAFDVATL GWTLVFAARFI VQRHLYDADKT GWLGVARI GMGW
Secondary cemm—— AAAA——ARAAAAATILLLRLLLLLLALALLRLLLRLUAA ARARLILLRIRLRS

structure

. __

Disorder ?

Disorder
confidence
.. . .. . . . .19 . . . ., . . . .20 . . . ., . . . .210. . . .., . . . .20 . . .
BRSSP LTALAALATYAAI KAAQRAI LASHDAAAVGGAAEFDADAGRE
Secondar
Y ARAARAARAASLLAAAL

structure

)
confidence

Disorder 222 2 2 2227272727272 72?27272727777272722727%777?

Disorder
confidence

Confidence Key
High(9) [ IIRIIN Low (0)
? Disordered ( 17%)
A% Alpha helix ( 74%)
=) Beta strand ( 0%)

AR TM helix ( 59%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

