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Secondary structure and
disorder prediction

10 20 30 40 50 60

PR MTSTGPETSETPGATTQRHGFGI DVGGSGI KGGI VDLDTGQLI GDRI KLLTPQPATPLAV

Secondary -
s ———— I ———— R ————————|
structure AARA
SS N | B Bl @ b b I

confidence

Disorder

n Y
confidence

.. . ... . . . .70 . . . .., . . . .8 . . . ., . . . .09 . . . ., . . . .100. . . ., . . . .110. . . .., . . . .12
P AKTI AEVVNGFGWRGPLGVTYPGVVTHGVVRTAANVDKSWI GTNARDTI GAELGGQQVTI
Secondary p u mRRRARRR ——— ——— — AAAAARAAA
structure
SS
confidence
Disorder

Disorder
confidence
130 140 150 160 . . . 170 . . 180

YL NDADAAGLAETRYGAGKNNPGLVVLLTFGTGI GSAVI HNGTLI PNTEFGHLEVGGKEAE
Secondary _ . . ; ) )
—AAAARAAARAR ———— —— ———— S———
Structure- M
53
confidence
Disorder

Disorder
confidence
.. ... . . .19 . .. ., ... .200. .. ., ... 210 . ..., ... .2200. . .., ... .230. . . ., . . . .240
PRI ERAASSVKEKNDWT YPKWAKQVI | Al ENAI WPDLFI AGGGI SRKADKWVPLLENRTP
Secondar N
Y AAAAARAARARRARAARAALALLANRAARRANS e RN RANAAAAANAS -

structure

SS
P —

Disorder
Disorder
confidence
250 260

P VVPAALQNTAGI VGAAMASVADTTH
PECONIATY ey AARRARARARARRAA

structure

—-_ T T T

Disorder 2222

Disorder
confidence

Confidence Key
High(9) Il [ERINN Low (0)
? Disordered ( 8%)
A% Alpha helix ( 36%)
=) Beta strand ( 27%)
S TM helix ( 14%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

