mdejesus@rockefeller.edu
S RVBD2723 (-
)_3034919_3036112
Wed Aug 7 12:50:37 BST
| oaclie
LR 0cdad686d3cdeshe

Phyra?

Secondary structure and
disorder prediction

10 20 30 40 50 60

P MGASGLVWTLTI VLI AGLMLVDYVLHVRKTHVPTLRQAVI QSATFVGI Al LFGI AVVVFG

secondany o AAAAARSSALAASAATATAAIA AAAAASSALALSAALANAANANANNS
SS
confidence T N

D|§order —
confidence
70 80 90 100 110 120

MY GSELAVEYFACYLTDEALSVDNLFVFLVI | SSFGVPRLAQQKVLLFGI AFALVTRTGFI F
Secondary g g aARRAARRRUIRRURARILLARLLARUAA —  ARAARARARALTLRULRLULLRALLRR

structure

SS
confidence

Disorder ?

Disorder
confidence
130 140 150 160 170 180

B VGAALI ENFNSAFYLFGLVLLVMAGNLARPTGLESRDAETLKRSVI I RLADRFLRTSQDY

secondaly ARAVARRAAARLILTALLRRALAIRRILKAA ARARARARAA —
SS
confidence E— E— - . E———
Disorder 2222222222122

confidence
[ Sequence | NGDRLFTVSNNKRMMTPLLLVM AVGGTDI LFAFDSI PALFGLTONVYLVFAATAFSLLG
Secondary AL ASARARASALASAASALASAASASAAA - ALRRAALALANAAS

structure

SS
P —

Disorder

Disorder
confidence
250 260 .. 270 . . 280 . . 290 . . 300

BT LRQLYFLI DGLLDRLVYLSYGLAVI LGFI GVKLMLEALHDNKI PFI NGGKPVPTVEVSTT
Secondary o o R ARRIUAAAAAARALLRRLLRRRLLRRULLRAAAAN AAAAARASR

structure

SS
confidence

Disorder ?

Disorder
confidence
310 .. . 320 . . . 330 340 350 360

QSLTi/l 1 VLLI TTAASFWSARGRAQNAMARARR.YATAYLDLHYETESAERDKI FTALLA
setondal AAAAAARARARARARARAA RRR—AR RRRRAR
SS

confidence
Disorder 22 2 2 2?2 727272727222 7272727227227227227227227727272272772727277277272777? 7

Disorder

confidence
... .370 . . . L, .. . .38 . . . ., L. . .39 . .. L, P
PEEMEES AERQI NTLPTKYRMQP GQDDDLMTLLCRAHAARDAHM

Secondary g amR AARRARARARAARARA ——

structure

SS
P —

Disorder
confidence


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

Confidence Key
High(9) I CTEINN Low (0)
? Disordered ( 20%)
A% Alpha helix ( 71%)
i) Beta strand ( 0%)

A TM helix ( 47%)



