mdejesus@rockefeller.edu
RVBD2724c_(fadE20)_3036141_3037301

PGET wed Aug 7 12:50:38 BST 2019

U”'q“eJOb 060a875c053439a2

onyr

Secondary structure and
disorder prediction
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http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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High(9) I TIIRIEI Low (0)
? Disordered ( 3%)
A% Alpha helix ( 55%)
) Beta strand ( 13%)
AR TM helix ( 12%)



