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Detailed template
information

# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

PDB header:protein transport
Chain: A: PDB Molecule:pe family protein pe8;

! = aliohment PDBTitle: crystal structure of pe8-ppel5 in complex with espg5
from m.2 tuberculosis
Fold:Ferritin-like

2 d2g38al Alignment Superfamily:PE/PPE dimer-like

Family:PE
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