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Secondary structure and
disorder prediction

1. . .. . .. 10 . .., 200. . ... 03000 ..., L.40 . . .., . . . .50 . . . .., . . . .60

M LYTPGKGPPRAGGVVFTRVRLI GGLGALTAAVVVVGTVGWQGI PPAPTGGDAVQLRSTAA
Secondary

ey URANAAAALLLLANNNNNNNAN T T
structure
SS

confidence

DiSO rder |
confidence
70 80 90 100 .. 110 . . 120

M P MSTTMKSPI VATTDPSPFDPCRDI PFDVI QRLGLAYTPPEAEEGLRCHF DAGNY QMAVE

Secondary
—AAARAA - -
structure e —) KRAAR AR
. SN e ——— — ——— E— —— — -
confidence
Disorder 2 2 2 2 2 2 2 2 , ————

Di;order - —
confidence
.. . .. . . . .13 . . . .., . . . .14 . . . .., . . . .15 . . . ., . . . 160 . . . ... . . . 170 . . . . . . . . .18
Pl | WRTYAQTLPPDAIETTI AGHRAAQYWVRKPTYHNSFWYSSCMVTFKTSYGVI QQSLF
Secondar
y menssssp RRARR— I ——— R ———————————] el ——— ok N

structure

. _— I

Disorder

Disorder
confidence
PR YSTVYSEPDVDCPSTNLQRANDLVPYYRF
Secondary AARARARRAR —

structure

190 200

. __ L | I

Disorder 2 — 22272 2 — 722722172122

Disorder
confidence

Confidence Key
High(9) 11 TEIIII Low (0)
? Disordered ( 21%)
A% Alpha helix ( 28%)
= Beta strand ( 27%)

RS TM helix ( 8%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

