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Secondary structure and
disorder prediction

1. . Lo 10 . o200 300 L. oa0 . . ... U50 . ... ... .60

P VLRAAPVI NRLTNRPI SRRGVLAGGAALAALGVVSACGESAPKAPAVEELRSPLDQARHD

Secondary -
structure AAAARAAARAAAAAAA
confidence
Disorder ? 22222222 —222?27? 222222222222222222222 2
Disorder - B O —— - O O —

confidence

T (T )

XM GALAAAAATAI GI PPQVAAALTVVATQRTSHARALATEI ARAAGKLVSATSETSSSSPSP

Secondary o g RRARRARALLE - ALALRLRALRLRLARAARRL AR ARAN

structure

confidence
Disorder 2 2 2 —————— 2222722 ?2? 222222222222222212127?
Disorder B e ] & B | [E—— B e e

confidence

130 140 150 160 17 O 180

TDPAAPPPAVSDVI DSLRTSAGEASRLVATTSGYRAGLLASI AASCTASYTVALVPSGPS
Secondary
A G T el R G G G L

structure
SS

conﬁdence

Disorder
confidence

Sequence [}

Secondary
structure

SS
conrigence

Disorder ?
D|§order -
confidence

Confidence Key
High(9) [ IIRIIN Low (0)
? Disordered ( 46%)
A% Alpha helix ( 75%)
=) Beta strand ( 0%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

