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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
B MTALNDTERAVRNWTAGRPHRPAPMRPPRSEETASERPSRYYPTWLPSRSFI AAVI Al GG

Secondar
Y ALLRLARAAN

structure

SS

confidence

Disorder

confidence
70 80 90 100 110 120

I MQLLATMDSTVAI VALPKI QNELSLSDAGRSWVI TAYVLTFGGLMLL GGRLGDTI GRKRT
Secondary o o L ARRRALIRLTIRLUAAAAA —  AAALLRRATLARULRRLLLRRUAARAAAA - ARRR

structure

SS
confidence

Disorder 2227272

Disorder
confidence
130 140 150 160 . . . 170 . P 180

BT F | VGVALFTI SSVLCAVAWDEATLVI ARLSQGVGSAI ASPTGLALVATTFPKGPARNAAT
Secondary oo QAR LRLRLLRR T AATLRLLRLLLALALARRULRLLLUAAAA — AAAAAARAR

structure

confidence

Disorder ?

confidence
BT AVFAAMT AL GSVMGLVYVGGALTEVSWRWAFLVNVPI GLVMI YLARTALRETNKERMKL DA
Secondary o o ARRRRALLRRTLALALLAAAAA AARLLLLRRULLALULRRAAAA A

structure

)
confidence

Disorder 22 —2

Disorder
confidence
250 260 .. 270 . . 280 . . 290 . . 300

BT GAI LATLACTAAVFAFS]I GPEKGWMSGI T1 GSGLVALAAAVAFVI VERTAENPVVPFHL
Secondary oo o ARRRAARRAUARANAN AARARAAASARAAARAAARAA AAR

structure

SS
confidence

Disorder

Disorder
confidence
. 310 . . . 320 330 340 350 360

P F RDRNRLVTFSAI LLAGGVMFSLTVCI GLYVQDI LGYSALRAGVGFI PFVI AMGI GLGVS

gl SRR CLLTULTLLUTTLTULTLTULTUTULT Y B TLTTTTLTTLTLTUL UL LUt
SS
confidence - —
Disorder 2 2 2 —2 2

Disorder

. [ .
confidence

BT s QL VS RF SPRVLTI GGGYLLFGAMLYGSFFEMHRGYPYFPNLVMPI VVGGI GI GMAVVPLT
Secondary o AAARA—— RRRUARRAAAAAALARAARAR ——— AASRASALAARASARLARASARA

structure

. —_

Disorder

Dl_sorder -
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

430 440 450 460 470 480

ML SAl AGVGFDQI GPVSAI ALMLQSLGGPLVLAVI QAVI TSRTLYLGGTTGPVKFMNDVQL

>econdary RAAA AR AAAAAAAATRRLLLLLIRLLLLLIARAAA RAR
_ I — 1 . .

confidence
Disorder ? ? —8 27222222222222222272
LB (== I

Di§order
confidence
.. . .. . . . .49 . . . ., . . . .500. . . .., . . . .50 . . . .., . . . .50 . . . .., . . . .53
P AALDHAYTYGLLWVAGAAI | VGGMALFI GYTPQQVAHAQEVKEAI DAGEL
secondal AMAAAARARARAARARAANARRARAAS

SS

confidence
Disorder 2222222222722 2222727227?21??

Disorder
confidence

Confidence Key
High(9) Il [ERINN Low (0)
? Disordered ( 20%)
A% Alpha helix ( 71%)
= Beta strand ( 0%)

SR TM helix ( 54%)



