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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
B MLYVVASPDLMTAAATNLAEI GSAI STANGAAALPTVEVVAAAADEVSTQI AALFGAHAR
Secondary -

structure

ss |

confidence

Disorder ;E .
confidence

.. . ... . . . .70 . . . .., . . . .8 . . . ., . . . .09 . . . ., . . . .100. . . ., . . . .110. . . .., . . . .12
PSS YQTLSTQAAAFHSRFVQALTTAAASYASVEAANASPLQVALDVI NAPAQTLLGRPLI GN
Secondary
AAAAANNLLARARAANANNNS
structure m
. —- L | |
confidence
Disorder 2?2?2?2?2?22?2?2?2?2?2?2?2?2?2?2?2?2?2?2???2?2? — 2?2?2?2?2?2?27? 7
Disorder HE 9§ Sl EEaaam_ o TS S - .. I L]
confidence
.. . .. . . . .13 . . . .., . . . .10 . . . ., . . . .25 . . . ., . . . .160 . . . ., . . . 170 . . . ., . . . .180
P GADGSTPGQAGGPGGLLYGNGGNGAAGGPNQAGGAGGNAGLI GNGGAGGAGGVYGAVGGKR
Secondary
structure
SS | TR s s |
confidence
Disorder 22?2 2?2?2222 ?2?2?2?2?2?222?22?2?2722222?22??227222222?22?222?22?22?2?2?2?22222?2?2?27?2?
Di;order . — EEN N N I
confidence
.. ... . . .19 . .. ., ... .200. .. ., ... 210 . ..., ... .2200. . .., ... .230. . . ., . . . .240
PR GTGGLLFGNGGAGGQGGLGLAGI NGGSGGQGGHGGNAI LFGQGGAGGPGGTGAMGVAGTN

Secondary
structure

)
confidence
Disorder
confidence
250 260 270 280 290 300

PP TPl GTAAPGSDGVNQI GNGGNTDLTGGAGGDGNAGSTTVNGGNGGTGGAARNSSGGTGN
Secondary
structure

SS
confidence
Disorder
confidence
310 320 330 340 350 360

PR SF GGAGGAGGDGANGGDGGAGGEALTEGGATAVSGAGGKGGNAEASGGAGGNGGKGGFAQ
Secondary
structure
SS
confidence

Disorder
confidence

. . . ... . . . .30. . . ., . . . .38. . . ., . . . .39. . . ., . . . .40. . . ., . . . .40. . . ., . . . .40
PRI ATTSVTGGNGGNGGNGHDS NAPGGAGGSGGVGGDGGRGGLLAGNGGTGGAGGNGGTGGAG
Secondary
structure

SS e —— p— e e Y T T o e S

confidence

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

Sequence

Secondary
structure

SS
 —

Disorder
confidence

Sequence

Secondary
structure

SS
confidence
Disorder
confidence

Secondary
structure

)
confidence
Disorder
confidence

Sequence

Secondary
structure
SS
confidence

Disorder
confidence

430 440 450 460 470 480

APGGAGGAGGKADI ANSLGDNATVTGGNGGTGGDGGSAL GTGGAGGAGGL GGHGGAGGL L

490 500 510 520 530 540

| GNGGAGGAGGL GGAGGAGGAGGEGGAGGAGGEAI PGGASTNSAGGDGGAGGTGGNGGDG

550 . 560 . 570 580 . 590 . 600

GAGGAPGLGGAGGAGGWLI GQSGSTGGGGAGGAGGAGGAGGAGGSGGAGGHGDTTSGKNG

610

SSGTAGFDGNPGQPG

Confidence Key
High(9) I ENIRIRN ow (0)
? Disordered ( 87%)
A% Alpha helix ( 13%)
= Beta strand ( 1%)



