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Secondary structure and
disorder prediction

10 20 30 40 50 60

B VWEGLWI ATAVI AALVVI AALTLGLVLYRRRRI SLSPRPERGVVDRSGGYTASSGI TFSQ

Secondary AA
structure
SS = | I I S | O ..
confidence
Disorder 2 2 ? ? 2222222222222222222222222212?27?

Disorder
confidence
.. . ... . . . .70 . . . .., . . . .8 . . . ., . . . .09 . . . ., . . . .100. . . ., . . . .110. . . .., . . . .12
P TPTTQPAERI DTSGLPAVGDDATVPRDAPKRTI ADVHLPEFEPEPQAPEVPEADAI APPE
Secondar
Y RAARA AA A

structure

_ SS

confidence

Disorder

confidence
130 140 150 160 170 180

B GRLERLRGRLARSQNALGRGLLGL] GGGDLDEDSWQDVEDTLLVADLGPAATASVVSQLR
Secondary
AAMARARAAAAAARARAAAARRARA ARAAARARAAAAA — ARAAARARAAAA

structure

SS
L.
-

Disorder 222222

Disorder
confidence
190 . 200 . 210 220 230 . 240

PR SRLASGNVRTEADARAVLRDVLI NELQPGMDRSI RALPHAGHPSVLLVVGYVNGTGKTTTV

>econda’y AAA—————ARAAAARAAAARAARARAA ———————
structure “WA& RNNAS
SS I IS0 o s I T BN
confidence
Disorder ——2 2?22?2222 222227222
Di;order Il IS NN s |
confidence
... ... 025000 ..., L260 . ..., . ...270. ..., ... .0280 . . . .o, .o.o.o.290 . . . .., . . . .300
P GKLARVLVADGRRVVLGAADTFRAAAADQLQTWAARVGAAVVRGPEGADPASVAFDAVDK
Pecondaly ARARARAAR — m—( AARAARAAARARAR - s RARARRRRRAR

structure

confidence
Disorder 222

Disorder
confidence
.. . .. . . . .310. . . ... . . . .32 . . . ... . . . .33 . . . ... . . . .38 . . . .., . . . .35 . . . .. . . . .36
M Gl AAGADVVLI DTAGRLHTKVGLMDELDKVKRVVTRRASVDEVLLVLDATI GQNGLAQAR
Secondary - -
T — ARARARARRANAANN  —— RRARARAN
structurem
SS

confidence
Disorder 2217272 2

Disorder
confidence
. . . ... . . . .30. . . ., . . . .38. . . ., . . . .39. . . ., . . . .40. . . ., . . . .40. . . ., . . . .40
P VFAEVVYDI SGAVLTKLDGTAKGGI VFRVQQELGVPVKLVGLGEGPDDLAPFEPAAFVDAL
Secondar N -
Y RARAR ey QAAARARARAN  — RANANNNN

structure

confidence

Disorder

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

LG
Secondary
structure

SS
I —

Disorder ? 2
D|_sorder
confidence

Confidence Key
High(9) I EHIENN Low (0)
? Disordered ( 30%)
AR Alpha helix ( 47%)
) Beta strand ( 9%)

A TM helix ( 4%)



