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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
P MSGPAI DASPALTFNQSSASI QQRRLSTGRQMWVLYRRFAAPSLLNGEVLTTVGAPI I FM
Secondary

structure RAURERRUUURVERRRIR R CCGGGGWG e

)
confidence

Disorder

. .| e . .
confidence

.. . ... . . . .70 . . . .., . . . .8 . . . ., . . . .09 . . . ., . . . .100. . . ., . . . .110. . . .., . . . .12
P VGFYlI PFAI PWNQFVGGASSGVASNLGQY!I TPLVTLQAVSFAAI GSGFRAATDSLLGVNR
2econda’y RRARRRRARAA ALTTTTRRRRTLTILRRLILLUARRAAARARAAAA

Disorder ———— 222222222222227?27?
B —— —-
confidence
BRI RF QS MPMAPLTPLLARVWVAVDRCFTGLVI SLVCGYVI GFRFHRGALYI VGFCLLVI Al G
secondaly AAAA - AARAAARASATARIARRAARARRARRRRRSN ALLRLLLLLLLLNNN

SS

confidence
Disorder ?

D|§order HE e
confidence
190 . 200 . 210 220 . . . 230 . .. 240

AVLéi:AADLVGTVT.F{NPIjAMLF.‘L.L.;SL.P.I.LI FGLLSI GLMPLKLFPHWI HPFVRI\.IbP.I-S.Q.F
Secondary. o o o L ARRRRAARAA —AAARAARARARAAAARAAAAAAR —AAA —ARAAAAAAA —AAAA

structure

)
confidence

Disorder ?? 222

Disorder
confidence
250 260 .. 270 . . 280

P VAALRALAGDTTKTASQVSWPVMAPTLTWLFAFVVI LALSSTI VLARRP

Pecondaly RAARARAR ARMRAARATTUTITLLALLARARRRUURRWAR
SS
_ I o mm
Disorder ? 2 2227272
Disorder e S — ===

confidence

Confidence Key
High(9) I ENIRIRN ow (0)
? Disordered ( 20%)
A% Alpha helix ( 75%)
sy Beta strand ( 0%)

A TM helix (47%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

