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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
MMl TTTSQEI ELAPTRLPGSQNAARLFVAQTLLQTNRLLTRWARDY!I TVI GAI VLPI LFMV
S d

i SRALRRLRRANNS

structure

SS

confidence

Disorder

confidence
70 80 90 100 110 120

BT VL NI VLGNLAYVVTHDSGLYSI VPLI ALGAAI TGSTFVAI DLMRERSFGLLARLWVLPVH
SECONarY, o uARAR ARMALLRALRALIALARIARUARAARAARRARRARRARRA ——

structure

. _—

Disorder ————— 22222212122 ?
_ | . ]
confidence
TR ASGLI SRI LANAI RTLVTTLVML GTGVVL GFRFRQGLI PSLMW SVPVI LGI Al AAMVT
Secondary oo AR RILLLRLLLLALRRRLRRRRRR ASSLASAAAAAARAARSNARASS

structure

confidence

Disorder

Disorder
confidence

BT VALY TAQTVVVEGVELVQAI Al FFSTGLVPLNSYPGW QP FVAHQPVSYAI AAMRGE AM
Secondary o o aAA AAAARLLALAAAARALARALAR A AARAAARAS —ALRRRURRRARA—

structure

. __

Disorder ——2 2?2 2 ? ?2?

Disorder |
confidence
250 260 .. 270 . .

P GGPVLSPMI GMLVWTAGI CVVCAVPLAI GYRRASTH

Oy ——————— ARRRULILITTULIRLAAALNARARARAN
SS

I EE— - -

Disorder 2272

Disorder
confidence

Confidence Key
High(9) I ENIRIRN ow (0)
? Disordered ( 16%)
A% Alpha helix ( 78%)
sy Beta strand ( 0%)

RS TM helix ( 53%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

