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disorder prediction

. o (o (10}

P MRHDSRVLDNGGP DAADPDLLI DFRNVSLRRNGRTLVGPLDWAVELDERWYVI VGPNGAGK
Secondary -
structure

SS

confidence

Disorder
confidence
70 80 90 100 . . 110 . . . . . 120

P TSLLRI AAAAEHPSSGVAFVLGERLGRYVDVSELRARVGLSSSALAERVPGDERVRDLVVS

Secondary - - -
RRANRARAN ey —— ey LA AU R — RRARARAR
structure
confidence
Disorder ? 222

Disorder
confidence
130 . 140 150 160 170 180

PEEEE AGYAVLGRWRERYEAVDYHRAI DMLESLGAEHLANRTYGTLSEGERKRVLI ARALMTDPE

Secondary AARRARARARARA — RARRARARARARAN
Cructar RARA——ARAAR

confidence
Disorder ——————2 22 2 2? ey
Disorder

confidence

e o oo K o . . o .
B L LLLDEPAAGLDLGGREELVARLADLAADPDAPALVLVTHHVEEI PPGFSHCLLLSEARYV
Secondary . . .
—— ———— RAAAAARAAARAARRAN —— AR —————
structure
SS
confidence

Disorder

Disorder
confidence
. 250, . . . . . 260 . . . ... 270 . . . 280

PR VAAGLLPDALTAENLSTAFGQEI TLEVADGRYFARRRRSRAAHRRQS

Secondary . , }
——— S RRARARAAN  e— —
structure AAAA

confidence

Disorder 22222222272

Disorder
confidence

Confidence Key
High(9) I [RIREINLow (0)
? Disordered ( 13%)
AR Alpha helix ( 33%)
) Beta strand ( 24%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

