mdejesus@rockefeller.edu

RVBD3077 (-
) _3439538_3441349

Phyra?2

£ S Thu Aug 8 16:20:25 BST
7 2019
o EEEEE dofe9s2fss312e59
Secondary structure and
disorder prediction
1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
P MANRPDI | | VMTDEERAVPPYESAEVLAWRQRSLTGRRWFDEHGI SFTRHYTGSLACVPS
S d . _
o —_— RRN RARRRN — — KRRRR
SS 1 | I N I Il N S .

confidence
Disorder ? ? ?

D|§order —
confidence
L0700 .. ... .. .80 ... ... ...90 ... ... 1000. ..., ...oL1100. .. ... ..o 120

P RPTI FTGQYPDLHGVTQTDGI GKRFDDSRLRWLRAGEVPTLGNWFRAAGYDTHYDGKWHI

Secondary o o eRRA——AAR AR ——

structure

__--_ L L —————————_— e ——

Disorder ? 2222222

Disorder
confidence
L0130 . . . ., . .. .180 . . . ., . . . 150 . . . ... . . . 160 . . . ... . . . .170. . . ... . . . .18

SHADLEDPATGAPLATNDNEGVVDSAAVRRYLDADPLGPYGFSGWVGPEPHGAGLANSGF
Secondary AR
structure

confldence
D|§order
confidence
.19 . . . ., . . . .200 . . . ., . . . 210 . . . ., . . . 220 . . .., . . . .23 . . . .., . . . .240

BRI RRDPLVADRVVAWLTERYARRRAGDTAAMRPFLLVASFVNPHDI VLFPAWVWRSPLKPSP
Secondar )
Y AARAARARARARARARARARARAN N

structure

Disorder 22272722 ? 7
Disorder
confidence

L0250 . .. .. ... o260 . ... o270 . . ... ... 0280 . . . .. ....290 . . . .. .. . .30

L DPPHVPAAPTADEDLSTKPAAQVAYREAYYSGYGLTRMVSRNYARNAQRYRDLYYRLHA

S (delil I8 ALARLLLAANAN AMAAAAAAAAAAAARR

structure

Disorder — 2222222222 —12—1222 22
Disorder

confidence

310 320 330 340 350 360

EVDGPI DRVGRAVTEGGSEDAMLVRTSDHGDLL GAHGGL HQKWF NLYDEATRVPFVI AR
Secondal AMAAARARAAARAAR sy ——— ARAR ———

structure

SS

. . 0 | T | jE—— ) | || I .
confidence

Disorder

Disorder
confidence
L0370 . . . ., . . . .380 . . . ., . . . .39 . . . ., . . . .40 . . . ., . . . .40. . . .., . . . .40

P GEKATQPRTVSAPTSHYVDLVPTLLSAAGYVDVDVVAAALAESFSEVHPLPGRDLMPVVDGA
L »AAAAAAAAAARAAAAA
structure - ARAR
SS

confidence
Disorder —2 —2 2 2?2 2 2 ? 222722227272 7?2?

Dl_sorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

.. ... 430, ..., L440 . ..., .0450 . ..., 4860 . . .., . . .o.470. . . ., . . . .48

P S ADEGRAI YLMTRDNVLEGDTGASLLSRQLGRI VNPPAPLRI KVPAHVAANFEGLVVRVD
naar

secondany — ARRAAR AARAARAAA

structure

Disorder 227272

Disorder
confidence
490 500 . ... 510 . . . . .. 520 . P 530 540

B DT DAAGGAGHLWKLVRTFDDPATWTEPGVRHLATNGMGGDAYRTDPLDDQWELYDLTADP

Secondary pu mmAAR —
structure
SS I NN NN | B ] | || ] | s .
confidence
Disorder —2 —? 222722

Disorder
confidence

550 . 560 . 570 580 . . 590 . 600

PEEEeS ! EAYNRWTDPQLHELRQHLRMLLKQQRAVSVPERNQPWPYAHRLPPSGASNGLVRRVLGR
Secondany e e MR AARAAARAARAAARARA AAARARARARAR

structure

SS
R -

Disorder
Disorder
confidence

FVR
Secondary A—
structure

SS
confidence

Disorder ? ? ?

Dl_sorder
confidence

Confidence Key
High(9) |1 ETIRII Low (0)
? Disordered ( 14%)
A% Alpha helix ( 30%)
s Beta strand ( 7%)

A TM helix ( 3%)



