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Detailed template
information

# Template Alignment Coverage 3D Model Confidence

1 c2vrsC_ Alignment 27
2 Cc6bzfG_ Alignment
3 Cc6b7pB_ Alignment

% i.d.

Template Information

PDB header:viral protein
Chain: C: PDB Molecule:sigma-c capsid protein;

PDBTitle: structure of avian reovirus sigmac117-326, c2 crystal
form

PDB header:dna binding protein
Chain: G: PDB Molecule:sporulation-specific protein 16;
PDBTitle: structure of s. cerevisiae zip2:spol6 complex, c2 form

PDB header:cell invasion
Chain: B: PDB Molecule:sded;
PDBTitle: crystal structure of legionella effector sded (Ipg2509)



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c2vrsC_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7d8c22beaf3e8a68/c2vrsC_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c6bzfG_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7d8c22beaf3e8a68/c6bzfG_.2.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c6b7pB_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/7d8c22beaf3e8a68/c6b7pB_.3.pdb

