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Secondary structure and
disorder prediction

L0100 . ... 200. 300 . L8050 . . ... . . . .60

S MPVTLAAVDPDRQADI AALDCTLTTVERVLDVEGLRSRI EKLEHEASDPHLWDDQTRAQR
B ———— AV AGRTIARAARTANLAARAAR  RUTARAARTARAAAAN  RARAAR

structure

SS

confidence

Disorder
confidence
L0700 .. ... .. .80 ... ... ...90 ... ... 1000. ..., ...oL1100. .. ... ..o 120

P VTSELSHTQGELRRVEELRRRLDDLPVLYELAAEEAGAAAADAVAEADAELKSLRADI EA
Secondary. u g A ARAARAAARAARAARAARAARRARAARAAR — SAAANNAANNANANRANRANANNNS

structure

SS
confidence

Disorder 222722

Disorder
confidence
L0130 . . . ., . .. .180 . . . ., . . . 150 . . . ... . . . 160 . . . ... . . . .170. . . ... . . . .18

TEVRLFLLSGEYDEREALVTI RSGAGGVDAADWAEMLMRMY| RWAEQHKYPVEVFDTSYAE

Secondary - -
RRRAN —————— AVTTIRTARLLRAARARARA  ——
structure
confidence
Disorder ? 2 22

Disorder
confidence

EAGI KSATFAVHAPFAYGTLSVEQGTHRLVRI SPFDNQSRRQTSFAEVEVLPVVETTDHI

190 . 200 . 210 220 c o o Ao o o 240

Sy — AAARARAAN —— — E—
structure
SS T [ ENITEEE I . I N
confidence
Disorder ? ? 22 —12 2277222 22272 —

Disorder
confidence
250 260 .. 270 . . 280 . . 290 . P 300

DI PEGDVRVDVYRSSGPGGQSVNTTDSAVRLTHI PSGI VVTCQNEKSQLQNKI AAMRVLQ

secondary . RANse— ————— ———— RARARARRARAAR

structure

__-— - EEE I

Disorder ? 2 2

Disorder
confidence
310 320 330 340 350 360

AKLLERKRLEERAELDALKADGGSSWGNQMRSYVLHPYQMVKDLRTEYEVGNPAAVLDGD
Secondary .
AAAAAAAANMAAARRANSASN o _——— =
structure RN ARRAAN
SS
confidence
Disorder 222222222722 ?

Disorder
confidence
P 70 I

P LDGFLEAGI RWRNRRNDD

Secondary) u gy ARRAARAARAAR ——
structure
SS
confidence

Disorder
Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

Confidence Key
High(9) I TIIRIEI Low (0)
? Disordered ( 16%)
A% Alpha helix ( 50%)
) Beta strand ( 16%)



