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Secondary structure and
disorder prediction

10 20 30 40 50 60

P MQL GRKVTSHHDI DRFGVASTADESVYRPLPPRLRLAQVNLSRRRCRTQSDMYKSRFSEC

Secondary
~ ANAARANANAAARRAN  RRRAR AULTAAALLIALAALALARAARAAAANS
structure RARAA
confidence
Disorder ? 2 2 2 22?2 —? 2 2222222222222
Disorder —— — T EE——

confidence

.. . ... . . . .70 . . . .., . . . .8 . . . ., . . . .09 . . . ., . . . .100. . . ., . . . .110. . . .., . . . .12

P TVQSYVDVSVTELRAHLSDWLDRARAGGEVVI TERGI PI ARLAALDSTDTLERLTAEGVI G
naar 5 5

seconday ARARARRRARRAARAARARARARR ey — ARARARAR

structure

SS
confidence

Disorder —? ?? 2727227272 ——————— 2221272
Disorder B |
confidence
130 140 150

B KATAQRPVAAGRPRPRPQRPVSDRVSDQRR

Secondary ARAARAARAAA —
structure

SS | I B N I
confidence

Disorder 2 2 22?2?22 ?2?2?2?2?2?2?2?22?2?2? 212722

Disorder
confidence

Confidence Key
High(9) I ENIRIRN Low (0)
? Disordered ( 39%)
A% Alpha helix ( 61%)
= Beta strand ( 9%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

