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Secondary structure and
disorder prediction

10 20 30 40 50 60

PP VTINVSGVDFQLRSVPLLSRVGADRADRLRTDMEAAAAGWP GAALLRVDSRNRVLVANGRYV

Secondary - -
R5 ARAAAN  —  =eesssss) — EE———— |
structure N
SS | | | | | I NS . O™ T T

confidence

Disorder

. & | |
confidence

.. . ... . . . .70 . . . .., . . . .8 . . . ., . . . .09 . . . ., . . . .100. . . ., . . . .110. . . .., . . . .12
ML LGAAl ELADKPPPEAVFLGRVEGGRHVWAVRAALQPI ADPDI PAEAVDLRGLGRI MDDT
Secondary _ . - . ;

— -_— — RRARLNN—RN

structure

confidence
Disorder 22122 2222727217272
Di.SOrder I ]
confidence
.. . ... . . . 130 . . . .., . . . .14 . . . .., . . . .15 . . . ... . . . .10 . . . ., . . . .170. . . ... . . . .180
PR S SQLVSSASALLNWHDNARFSALDGAPTKPARAGWSRVNPI TGHEEFPRI DPAVI CLVHD
Secondary . . ; ;
RASAAUARNIRSANNSN -—p — —p ——
structure
SS
confidence
Disorder ? 2 221?22
Disorder
confidence

.. ... . . .19 . .. ., ... .200. .. ., ... 210 . ..., ... .2200. . .., ... .230. . . ., . . . .240
EEMEE GADRAVLARQAAWPERMFSLLAGFVEAGESFEVCVAREI REEI GLTVRDVRYLGSQQWPF
Secondary

— EEee— ——————— ey ————— R R R R R R ————
structure

Disorder

Disorder
confidence
250 260 .. 270 . . 280 . . 290 . . 300

M PRSLMVGFHALGDPDEEFSFSDGEI AEAAWFTRDEVRAALAAGDWSSASESKLLLPGSI S
Secondary

[ S — » —AAAAAAAR .
structure _—— b &
confidence

Disorder ? ?2-22?222272?2 —1?

Disorder
confidence
310

P ARVI | ESWAACE

Secondary, o g ARRARRAN
structure
SS
confidence

Disorder 22272
Disorder
confidence

Confidence Key
High(9) Il [ERERNN Low (0)
? Disordered ( 19%)
A% Alpha helix ( 20%)
= Beta strand ( 29%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

