mdejesus@rockefeller.edu
RVBD3206¢_(moeB1)_3582528_3583706

PGETE Thu Aug 8 16:20:40 BST 2019

Dhvia2l
l A ‘ L % 447bfaff2a80b58e

Secondary structure and
disorder prediction
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http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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