mdejesus@rockefeller.edu
RVBD3308_(pmmB)_3695035_3696639

PGETE Thu Aug 8 16:20:51 BST 2019

Unique J‘I’g b9820fb3bc34b1d2

onyr

Secondary structure and
disorder prediction

10 20 30 40 50 60

VTPENWI AHDPDPQTAAELAACGPDELKARFSRPLAFGTAGLRGHLRGGPDAMNLAVVLR
Secondar
Y AAAAAA —AAAARAAAA —AAAAARAA e —

structure

SS

confidence
Disorder ? ?

Disorder
confidence
70 80 90 100 110 120

ATWAVARVLTDRGLAGSPVI VGRDARHGSPAFAAAAAEVLAAAGFSVLLLPDPAPTPVVA
Secondar
Y RARARRARRAR ——— e ARANAAANAAAANAN——— RANAN

structure
SS

confidence

Disorder 2 —
Disorder

n I —
confidence

D130 . . . .. . . . 140 . . . .. . . . 150 . . . ... . . . 160 . . . .. . . . .10. . . .. . . . .18

FAVRHTGAAAGI QI TASHNPATDNGYKVYVDGGLQLLAPTDRQI EAAMATAPPADQI ARK

Pecondary AARARR—s— AR — LLLLLLLLLLL
structure
_ L e ——————————— e |
confidence
Disorder REERY—0B Y
e

Disorder
confidence
190 . 200 . 210 220 230 . 240

TVNPSENRASDLI DRY I QRAAGVRRCAGSVRVALTPLHGVGGAMAVETLRRAGFTEVHTV
R ————— ARTRAANARARAANARARARN sy RRARRANRARRR —_—

structure

Disorder 227272

Disorder
confidence
L0250 . . . ., . .. 260 . . . .. . . . .270 . . . ... . . . 280 . . . ... . . . .29 . . . .. . . . .300

P A TQFAPNPDFPTVTLPNPEEPGATDALLTLATDVDADVAI ALDPDADRCAVGI PTVSGWR

Secondary ARAARAARARAAA N .
— ——————— [ —————
structure - —

_-——_ I T .

Disorder

Disorder
confidence
L0310 . . . ., . . . .03200. . . ... . . . .33 . . . ... . . . .30 . . . .., . . . .3 . . . ... . . . .360

PR MLSGDETGWLLGDYI LSQTDDRASPPETRVVASTVVSSRMLAAI AAHHAAVHVETLTGFK
Secondary ., g AAARAARAAAAAARAR ———— RAARAARARAN —— —
structure— u

SS

confidence
Disorder 2222227272
Disorder
confidence

L0370 . . . ., . . . .380 . . . .., . . . .39 . . . .., . . . .400. . . .., . . . .40. . . .., . . . .40

P WL ARADANLPGTLVYAYEEAI GHCVDPTAVRDKDGI SAAVLVCDLVAALKGQGRSVTDAL
Secondar N .
Y RARARAAN —  — — AAWNAAARLLRRNANAN —ARNNNN

structure

__---- Il S

Disorder

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

430 440 450 460 470 480

PR DELARCYGVHEVAALSRPVSGAVETTDLMRRLREDPPRRLAGFPATVTDI GDTLI LTGGD

ey ARARAA — AUTLTAALALARAARARAAR e

structure

Disorder

confidence

.. . ... . . . .49 . . . ., . . . .500. . . ., . . . .510. . . .., . . . .50 . . . .., . . . .53. . . .
M DNMLVRVAVRPSGTEPKLKCYLEI RCAVTGDLPAARQLVRARI DELSASVRRWW
O ———— ————— AARRARAAARRALAARRRRRARARAN
structure

SS
confidence

Disorder

Disorder
confidence

Confidence Key
High(9) Il [ERINN Low (0)
? Disordered ( 5%)
A% Alpha helix ( 43%)
= Beta strand ( 20%)



