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Secondary structure and
disorder prediction

10 20 30 40 50 60

MM MYMSLMVAPE LVAAAAADLT GI GQAI SAANAAAAGPTTQV LAAAGDEVSAAI AALFGTHA
SECOndan) ey AR ARAAAAAAAA ARRAAAAAAR ARARARAAAA ARAARARAAR ARRAARRARAR

structure

SS
I — ]
confidence -
Disorder 2 2 2 2 2 2 2 22 22222227 ?2?
Di_sorder [ | [ | I 0 I B S
confidence
.. ... .. T0 .. ... .80 . ..., .90 ... .. .. ..100 . ..., ...o.1100. ..., ..o.o.120
P QEYQALSARV ATFHEQFVRS LTAAGSAYAT AEAANASPLQALEQQVLGAI NAPTQLWLGR
Secondary
AANARANAARAN AAAAARANAAN RRANARANRN ——— ——
structure RAAN AARANN AANAN
confidence
Disorder 2?22?2272 ?2?2?2?2?2?2?27?2?2?21?2?2?2?2?2? 2?1?2727
Disorder - — e ————— —
confidence
L. . .. . .. .13 . . . .., . . . .140 . . . ., . . . .15 . . . .., . . . .160 . . . ., . . . .10 . . . ., . . . .18
XM PLI GDGVHGA PGTGQPGGAG GLLWGNGGNG GSGAAGQVGGPGGAAGLFGN GGSGGSGGAG
Secondary
structure
SS I LI | LB B —_—_—_
confidence
Disorder 2 2 2 2 2 —2 —? ? 222?22 2222222222222222222?2 2222222222
Di_sorder I BN 0 OO . Il NN S .= | e |
confidence
... L0190 . . ... .2000 . . ... 02100 . ... ...2200. ... .2300. . ... 240
XM AAGGYVGGSGG WLNGNGGAGG AGGTGANGGA GGNAWLFGAG GSGGAGTNGGVGGSGGFVYG

Secondary
structure
SS
confidence

Disorder
confidence

Lo ... L0250 . ... L2600 . .., ... L2700 .., .280 . ..., ....290 . .., ....o300
PEEXMEINGGAGG!I GGl GGl GGNGGDA GLFGNGGAGG AGAAGLPGAA GLNGGDGSDG GNGGTGGNGG
Secondary
structure
SS (e ey O T I B

confidence

Disorder
confidence

.. . .310 . . . ., ... .32 . . . ., L. . .33 . . .., L. . . o340 . .., ... .35 . . . ., .. . . 360
MY RGGLLYVGNGG AGGAGGYVGGD GGKGGAGDPS FAVNNGAGGN GGHGGNPGVG GAGGAGGLLA
Secondary

structure
(NN S W NN W [ O O O O O O O SO WO T I ——
confidence

Disorder
confidence
370 380 390 400 410 420

PR GAHGAAGATP TSGGNGGDGG | GATANSPLQAGGAGGNGGH GGLVGNGGTG GAGGAGHAGS
Secondary
structure
SS

confidence

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

BT TGATGTALQP TGGNGTNGGA GGHGGNGGNG GAQHGDGGVG GKGGAGGSGG AGGNGFDAAT
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XM GAGGNGVAGT GLALNGGNGG NGGlI GGNGGS AAGTGGDGGK GGNGGAGANG QDFSASANGA
Secondary
structure
SS
confidence

Disorder
confidence
670 680 690 700 710 720

PEEXMEEINGGQGGNGGN GGl GGKGGDA FATFAKAGNG GAGGNGGNVG VAGQGGAGGK GAI PAMKGAT
Secondary
structure

Disorder
confidence

.. .. .. L7300 . .., . . . .T740 . . . ., . . . .70 . . . .., . . . .760 . . . ., . . . .70 . . . ., . . . .78
B GADGTAPTSG GDGGNGGNGA SPTVAGGNGG DGGKGGSGGN VGNGGNGGAG GNGAAGQAGT
Secondary
structure
SS - N

confidence

Disorder
confidence
790 800 810 820 830 840

PP GPTSGDSGT SGTDGGAGGN GGAGGAGGTL AGHGGNGGKG GNGGQGGI GGAGERGADGAG
Secondary
structure

SS
confidence
Disorder
confidence

.. . ... . . . .80 . . . .., . . . .80 . . . .., . . . .80 . . . ., . . . .80 . . . .., . . . .80 . . . .., . . . . 900
BRI P NANGANGEN GGSGGNGGDG GAGGNGGAGG KAQAAGYTDGATGTGGDGGN GGDGGKAGDG
Secondary
structure
SS L] T

confidence

Disorder
confidence

NI GAGENGLNSGAMLPGGGTVG NPGTGGNGGN GGNAGVGGTG GKAGTGSLTGLDGTDGI TPN

910 920 930 940 950 960

Secondary
structure




SS

confidence
Disorder 2 22?2 ?2?2?2?2?2?2 22?2?2?2?2?2?2???2?2?22?2?2?2?2?2?2 ?2?27?2?27272?2722?? —?2?722?2?222?2?27??22722?222?2?1??
Disorder [ | . | | | | .. |
confidence
. . .. . . . .970 . . . ., . . . .98 . . . .., . . . .90 . . . .., . . . .1000. . . ., . . . .1010. . . ., . . . .102
PR GGNGGNGGNG GKGGTAGNGS GAAGGNGGNG GSGLNGGDAG NGGNGGGALN QAGFFGTGGK

Secondary
structure
SS
confidence

Disorder
confidence
. 1030 . . . . . . 1040 . . . . . . 1050 . . . . . . 1060 . . . . . . 1070 . . . . . . 1080
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B GLGGNGGVSE TGF GGAGGNG GYGGP GGPEG NGGLGGNGGA GGNGGVSTTG GDGGAGGKGG
Secondary
structure

SS
L
-
Disorder
confidence
Lo L1200 . . ., . . . .1220. . . ., . . . .1230. . . ., . . . .1280. . . . ., . . . 1250 . . . . . . . . . 1260
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PRI GAASGSGVVN VTAGHGGNGG NGGNGGNGSA GAGGQGGAGG SAGNGGHGGG ATGGDGGNGG
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