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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
PR VALKHSEASGTASTKI VI AGGFGSGKTTFVGAVSEI MPLRTEAMVTDASAGVDMLEATPD
Secondary

— RRURRRARAR —_—
structure
' SS - C—
confidence
?2-?2?7727222222222222?2 2127272
DlSOrder ... B D |

confidence

70 80 90 100 110 120

P KRSTTVAMDFGRI TLGEDLVLYLFGTPGQRRFWFMWDDLVRGAI GAI VLVDCRRLQDSFA

Secondary - - ;
— sy ———— ey ——— U AR A A A A AR eesssss— —— AAALAR
structure
confidence

Disorder ?

Disorder
confidence
130 140 150 160 . . . 170 . P 180

) AVDFFEHRNLPFLI Al NEFDSAPRYPVSAVRDALTLPAHI PVI NVDARNRRSATDALI AV

Secondar RARRARN —— S— ARARARAA — — LLLLLULLY

structure

=& | I 0 N O [ |
confidence

Disorder
Disorder
confidence
190

PRI SEYALATLSPAGG
Secondary pu MRRARAR

structure

Disorder ————— 7222221272
Disorder
confidence

Confidence Key
High(9) [ IIRIIN Low (0)
? Disordered ( 20%)
AR Alpha helix ( 30%)
=) Beta strand ( 25%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

