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Detailed template
information

# Template Alignment Coverage 3D Model Confidence % i.d. Template Information

PDB header:ribosome
Chain: D: PDB Molecule:bud21;

1 cond4D, Alignment PDBTitle: conformational switches control early maturation of the
eukaryotic2 small ribosomal subunit
— Fold:S-adenosyl-L-methionine-dependent methyltransferases
Superfamily:S-adenosyl-L-methionine-dependent
2 dlo9ga_ Alignment up Y bl on! P

methyltransferases
Family:rRNA methyltransferase AviRa



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=c6nd4D_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/1e2e4c715eab96b0/c6nd4D_.1.pdb
http://www.sbg.bio.ic.ac.uk/phyre2/html/flibview.cgi?pdb=d1o9ga_
http://www.sbg.bio.ic.ac.uk/phyre2/phyre2_output/1e2e4c715eab96b0/d1o9ga_.2.pdb

