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Secondary structure and
disorder prediction

10 20 30 40 50 60

BV MGRVAMLTGSRGLRYATVI ALVAALVGGVYVLSSTGNKRTI VGYFTSAVGLYPGDQVRYV

e AMAAARARALLLAAAALILIAIANANIRAR — m——

structure
ss |

confidence

Disorder
confidence
70 80 90 100 . . 110 . . 120

P L GVPVGEI DMI EPRSSDVKI TMSVSKDVKVPVDVQAVI MSPNLVAARFI QLTPVYTGGAV

Secondary N N N
e VT —— ey — ————— ey — ——————————
structure
confidence
Disorder ? ? ? 22227 ? 222127

Disorder
confidence

130 140 150 160 170 180

B L PDNGRI DLDRTAVPVEWDEVKEGLTRLAADLSPAAGELQGPLGAAI NQAADTLDGNGDS

Secondary
ARAAAAUARLIRRRAARASAAMUUUIRSAANRANNSANS —
structure RAN
SS e IS T
confidence
Disorder 2 ~—22?? —?2?22?222?22?22?27?22? 22727217272 222
Disorder -

confidence

© o o oqg 0o o o o MDo ¢ o 55 o o o AW o o o5 o 0o o oBMo o o o5 o 0 0o o Do o o o5 o o o oW o o o g o5 o o o 20
PEMEES L HNALRELAQVAGRLGDSRGDI FGTVKNLQVLVDALSESDEQI VQFAGHVASVSQVLADS
Secondary o g R ARARRERRELL AR AR EALR R AR UL LR LA AR AR R AR R AR R AR A LR AR AR RRRAAR
structure

SS
confidence
Disorder ? ?
Disorder
confidence

.. . .. . . . .20 . . . ., . . . .20. . . ., . . . .210. . . ., . . . .28 . . . ., . . . .29 . . . ., . . . .30
PSS ANLDQTLGTLNQALSDI RGFLRENNSTLI ETVNQLNDFAQTLSDQSENI EQVLHVAGPG
Secondary @ g 4 AR R R R A KA R R R L LR LR LR R AR R A R A LR A R L L LR LR A RARR AR
structure

SS
confidence
Disorder ?

Disorder
confidence
310 .. 320 . . 330 340 350 360

BT TNFYNI YDPAQGTLNGLLSI PNFANPVQFI CGGSFDTAAGPSAPDYYRRAEI CRERLGP

Secondary, o g ARRAARN RRRAAN
structure
confidence
Disorder 222222227272 ?
| | D e e |

Disorder
confidence
370 380 390 400 410 420

P VLRRLTYVNYPPI MFHPLNTI TAYKGQI | YDTPATEAKSETPVPELTWVPAGGGAPVGNPA
Secondary
structure

DI,Sorder I N v N - ] LI | | T ] | I I - L
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

L. ... ... 430 . . . ., . . . .40 . . . ., . . . .450.
XM DL QSLLVPPAPGPAPAPPAPGAGPGEHGGGG
Secondary
structure

SS

confidence

Dl.SOrder [ I EE . | N
confidence

Confidence Key
High(9) |1 ENIRII Low (0)
? Disordered ( 34%)
AR Alpha helix ( 45%)
s Beta strand ( 10%)

S TM helix ( 4%)




