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Secondary structure and
disorder prediction
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http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

430 440 450 460 470 480

P ARENLDVTTVI YNNGAYDI LRI ELQRVGAGSDPGPKALDLLDI SRPTMDFVKI AEGMGVP

Pecondaly RAR—— —— AARARAARAAA ARARAAR =

structure

____ L T -

Disorder 22727217272
Disorder
confidence

.. . . . . . . .49 . . . ., . . . .500. . . .., . . . .510. . . ..

P ARRVTTCEEFADALRAAFAEPGPHLI DVVVPSLVG

SCCONMRNY | ey, AARAARAARARARAARN ——— —

structure

confidence

Disorder

Disorder
confidence

Confidence Key
High(9) Il [ERINN Low (0)
? Disordered ( 5%)
A% Alpha helix ( 40%)
= Beta strand ( 15%)
RS TM helix ( 3%)



