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Secondary structure and
disorder prediction
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P AGGWLFGVGG AGGVGGAGGG TGGAGGPGGL | WGGGGAGGY GGAGGGTGGA GGRAELLFGA
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XM GGAGGAGTDG GPGATGGTGG HGGVGGDGGWLAPGGAGGAG GQGGAGGAGS DGGAL GGTGG
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XM T GGTGGAGGA GGRGALLLGA GGQGGLGGAG GQGGTGGAGG DGVLGGVGGT GGK GGVGGVA
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M) GL GGAGGAAG QLFSASGAAG NAGYVGGAGGQ GGDGGAGGAG ADADQPGATG GT GF A GGAGG
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PEXMNSIAGGAGGSSGA GGTNGSGGAG GQGGAGGAGG AGADNPTGI GGTGGDGGT GG AAGA GGAGGA
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P AGTGGTGGMI GTTGNAGVGGAGGQGGDGGA GGAGADADQP GATGGTGFAG GA GGA GGAGG
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P SSGAGGTNGS GGAGGTGGQG GAGGAGGAGA DNPTGI GGTG GDGGTGGAAG AGGA GGAAGT
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XM GGTGGMI GTT GNAGVGGAGG QGGDGGAGGA GADADQPGAT GGTGFAGGAG GAGGA GGSSG
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PEXMEIIAGGTNGSGGA GGTGGQGGAG GAGGAGADNP TGl GGTGGDG GTGGAAGAGG AGGAA GTGGT
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Secondary
structure

SS
confidence
Disorder ? 2222?22?22 2?22?2?22?27?2?7?222?2?2??2?2?2?2??2?2?2?2?2?22?2?2?2?222?2?2?2?22?272222?22?2?2222?
_ — - _______________________________________________________________________________________________________|
confidence

. . . .. . . . .7 . . . ., . . . .88 . . . ., . . . .8 . . . ., . . . .8 . . . ., . . . .80. . . ., ... .84%

M) GTGGAAGAGG AGGAAGTGGT GGMI GTTGNA GVGGAGGQGG DGGAGGAGAD ADQP GATGGT
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P GGDGGNAGTGAGDPGKGGTG GTGGTGGSGGAGGSGGANFNGGTGGTGGTG GKGGL NTDGL
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PRI SSATSGTGGT GGTGGKGGTG GAGDDSAGGT GGTGGAGGNA GAGGLANTGG TAGNAGI GGD
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P GGQGGNGGQG DSGSGLGGQP GFAGGAGGKG GAGGSSGAGG TNGSGGAGGA GGQGGAGGAG
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M) SFSNGSNGGTGGTGGVGGT GGDGGNAGTG AGDPGKGGTG GTGGTGGS GG AGGS GGANFN
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PRI GGTGGTGGTG GTGGKGGMGG | AGDGGPGGD GGNAGVGGKG GTNGNGGSGG TGGT GGAGGN
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XM AGAGGLANTG GTAGNAGI GGDGGQGGNGGQ GDSGSGLGGQPGFAGGPGGK GGAGGNAGTG
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PRI GTNGSGAGGA GGQGGAGGAG|I SFSNGSNGGTGGTGGVGGT GGDGGNAGTG AGDP GKGGTG
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PRI GTGGTGGS GG AGGSGGANFN GGTGGTGGTG GTGGKGGMGG | AGDGGP GGD GGNA GVGGKG
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P GTNGNGGS GG TGGTGGPGGS GGAPTGSGTG GKGGAGGDGG DGADGGAATG V GDG GDGGNG
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MY GNGGNGGTGY GSPGGLGGAG GTGGLGGAGA GGGADGDDGD DGQPGNNGS
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Confidence Key
High(9) I CTRININ Low (0)
? Disordered ( 94%)
AR Alpha helix ( 5%)
= Beta strand ( 0%)



