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Secondary structure and
disorder prediction

5 Lo J o 1 - 1 - )

M VLSGQAAI VGI GATDFSKNSGRSELRLAAEAVLDALADAGLSPTDVDGLTTFTMDTNTEI
Secondary z N
————— ——— ——— UUUARRRARARAARANAN B R
structure m m
SS
confidence
Disorder 2 2 2 2 ,

Disorder
confidence
70 80 90 100 110 120

AVARAAGI GELTFFSKI HYGGGAACATVQHAAMAVATGVADVVVAYRAFNERSGMRFGQV
S d
ctructire RARAR————— — RAAARRRAARARRAR —_—

structure
SS

confidence

Disorder 222222227272

Disorder
confidence
130 140 . .. 150 . . . 160 170 180

QTRLTENADSTGVDNSFSYPHGLSTPAAQVAMI ARRYMHLSGATSRDFGAVSVADRKHAA

Secondary
————— ARRRARRARRARAAAL — ARRRARARRARARAAR
structure AARARA

Disorder
confidence
190 200 . .. 210 . . 220 230 240

NNPKAYFYGKPI TI EDHQNSRWI AEPLRLLDCCQETDGAVAI VVTSAARARDLKQRPVVI
Secondar -
Y A& ARARA ———  ARARARA KRN ey NN — —

structure

SS

. I S . .. | . . | | | I N
confidence

Disorder ? —2?

Disorder
confidence
250 260 . .. 270 . . 280 290 300

EAAAQGCSPDQYTMVSYYRPELDGLPEMGLVGRQLWAQSGLTPADVQTAVLYDHFTPFTL

SECONIANY  — ARMALLLIRRAR  AAR ==y RRRAAR

structure

confidence

Disorder 272227221272

Disorder
confidence
.0310 . . 320 . 330 340 350 360

| QLEELGFCGKGEAKDFI ADGAI EVGGRLPI NTHGGQLGEAYI HGMNGI AEGVRQLRGTS
secondary ARAAR——————— RRARRR AR AARRRTAARARRRAAR

structure

___ I N I L e

Disorder ?
Disorder
confidence
370 380 .

VNPVAGVEHVLVTAGTGVPTSGLI LG

Secondary AR -
structure g ’
confidence
Disorder 2 2 ? 2 2 2



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

confidence

Confidence Key
High(9) I EHIRIRNLow (0)
? Disordered ( 10%)
A% Alpha helix ( 39%)
) Beta strand ( 16%)



