mdejesus@rockefeller.edu
RVBD3546_(fadA5)_3985736_3986911

L ) [ _‘ ] a IGEE Fri Aug 9 18:20:22 BST 2019
| l > U”'q“eJ‘I’b ca49778e797c9ad5

D

Secondary structure and
disorder prediction

10 20 30 40 50 60

MGYPVI VEATRSPI .GKRNGWLSGLi—lATELLGAVQi(AVVDKAGI Q.SGLHAGDVEQVI GGCV

Secondary - -
L —— RUGRARALARARARE AR e——
structure
SS L I | L} | I I -

confidence
Disorder ? 2 ? 2

D|§order -
confidence

70 80 90 100 110 120

PR T QF GEQSNNI SRVAWLTAGLPEHVGATTVDCQCGSGQQANHLI AGLI AAGAI DVGI ACGI
ndar - -
e ey ARRARARAR — RARARARRARARRANR —_—

structure

Disorder

Dl.SOrder EETY I N . . I B Sl E S
confidence

130 140 150 160 o o A0 o o 180

Y EAMSRVGLGANAGPDRSLI RAQSWDI DLPNQFEAAERI AKRRGI TREDVDVF GLESQRRA

Secondary
AT ALLTRAARRUURRAN
structure AR
SS | __m &= . . _______________________________________________|
confidence
Disorder 2227?22 227?

Di;order -
confidence
.. ... . . .19 . .. ., ... .200. .. ., ... 210 . ..., ... .2200. . .., ... .230. . . ., . . . .240
PEEMEEI QRAWAEGRFDREI SPI QAPVLDEQNQPTGERRLVFRDQGLRETTMAGLGELKPVLEGGI H
Secondar - -
Y RARAR AR — — RS8N

structure

. —_ L. | L | L I - |

Disorder 222 2222727227272 2
Disorder
confidence

250 260 5 o B o o 280 .29 . . 300

P TAGTSSQlI SDGAAAVLWMDEAVARAHGLTPRARI VAQALVGAEPYYHLDGPVQSTAKVLE

ISRy —— AARARN  — AR ARRRRRRRAR

structure

Disorder ———2 2 2 ? ?

Disorder -
confidence
310 .. . 320 . . . 330 340 350 360

P KAGMKI GDI DI VEI NEAFASVVLSWARVHEPDMDRVNVNGGAI ALGHPVGCTGSRLI TTA
Secondar -
Y A Ay AAAAAARAAR — RAAN AANAANNANNNNS

structure

SS

. 'l Bl IS ST T e [ B .|
confidence

Disorder
Disorder
confidence

.. . ... . . . .30. . . ., . . . .380. . . .., . . . .39 .

ML HELERTDQSLALI TMCAGGALSTGTI | ERI

Secondary . N

——— — ———— [ —— —

structure mm

SS

confidence
Disorder 22

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi
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