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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
M MQDVEEFRAQVRGWL ADNLAGEFAALKGLGGPGREHEAFEERRAWNQRLAAAGLTCL GWP
Secondar

Y AAAAARAAARAAAAAA —AARAA RRAAARARNAN

structure

SS

confidence
Disorder 2 ? 2

Disorder
confidence

70 80 . 100 110 120

L. oI008 L 90
PR EEHGGRGLSTAHRVAFYEEYARADAPDKVNHFGEELLGPTLI AFGTPQQQRRFLPRI RDV
Secondary P P

structure

SS
confidence

|

|

|

|

|
E

|

|
|
3
',"I
F_"I
'_"I
'.
‘
3
'
3
"'I
F.

ARAA—ARRAAA—ARRR—A

Disorder

Disorder
confidence
130 140 150 160 . . 170 . P 180

) TELWCQGYSEPGAGSDLASVATTAELDGDQWYI NGQKVWTSLAHLSQWCFVLARTEKGS Q

Secondary . . . )
ARAARAAS — Ay —— Ry —— Iy —————] —y——————
structure ARA
| L W | I TN T
confidence
Disorder ?

Disorder
confidence

PEEMEERHAGLSYLLVPLDQPGVQI RPI VQlI TGTAEFNEVFFDDARTDADLVVGAPGDGWRVAMAT

190 . 200 . 210 220 c o o Ao o o 240

Secondary - - ; )
e ——————— w— AR — = — RAAA RRARRRRNR
structure
confidence
Disorder ? ?

Disorder
confidence
250 260 270 280 . . . 290 . . 300

P L TFERGYVSTLGQQlI VYARELSNLVELARRTAAADDPLI RERLTRAWTGLRAMRSYALATM
Secondary g s AAAAARAAAAAAARAAAAAAAARA ALALALARAAAAAAARARARARAAN
structure

SS

confidence

Disorder

Disorder
confidence
. 310 . . . 320 330 340 350 360

P EGPAVEQP GQDNVSKLLWANWHRNLGELAMDVI GKPGMTMPDGEFDEWQRLYLFTRADTI

Secondary
****** AAAAAMURANLUITLLARNNARASAN ARARARARARRARA
structure AR
confidence = — —
Disorder —2 2 2 2 2 ?

Di;order —
confidence
... .30 . L, .. . .38 . . . .,
BRI Y GGSNEI QRNI | AERVLGLPREAKG

secondary g m ARARAARAAAAA

structure

SS
L e e
conrgence

Disorder 222272722
Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

Confidence Key
High(9) I TIIRIEI Low (0)
? Disordered ( 5%)
A% Alpha helix ( 53%)
) Beta strand ( 11%)
WS TM helix ( 4%)



