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Secondary structure and
disorder prediction

10 20 30 40 50 60

RS MTATEELTFESTSRFAEVDVDGPLKLHYHEAGVGNDQTVVLLHGGGPGAASWTNFSRNI A

Secondary - , )
— —— e—— RRAAARRARAAN
structure
SS L | ] I I NN U I I

confidence

Disorder

n |
confidence

.. . ... . . . .70 . . . .., . . . .8 . . . ., . . . .09 . . . ., . . . .100. . . ., . . . .110. . . .., . . . .12
P VLARHFHYVLAVDQPGYGHSDKRAEHGQFNRYAAMALKGLFDQLGLGRVPLVGNSLGGGTA
Secondary g — AAARRARRARARRA —— ———— AR

structure

SS
conrgence

Disorder

Disorder
confidence
130 140 150 160 . . 170 . . 180

B VRFALDYPARAGRLVLMGPGGLSI NLFAPDPTEGVKRLSKFSVAPTRENLEAFLRVMVYD
Secondary QRNTAR AN s— ARRARRAARA AAARAARARAN

structure

_ [N [ | I NS I S .
confidence

Disorder 2222222722 ? ??

Disorder
confidence
.. ... . . .19 . .. ., ... .200. .. ., ... 210 . ..., ... .2200. . .., ... .230. . . ., . . . .240
PEEMEEKNL]I TPELVDQRFALASTPESLTATRAMGKSFAGADFEAGMMWREVYRLRQPVLLI WGRE
Secondary N
————— AANAAANNANN — AAAANNNNNNAN T ——
structure m
SS

confidence
Disorder 227272

Disorder
confidence
250 260 .. 270 . . 280 . . 290 .

P DRVNP LDGALVALKTI PRAQLHVFGQCGHWVQVEKFDEFNKLTI EFLGGGR
SeCOndary —mp AARRARAARN — — AN AARARAARRRRRA

structure

SS
conrgence

Disorder 22272

Disorder
confidence

Confidence Key
High(9) Il [ERINN Low (0)
? Disordered ( 11%)
A% Alpha helix ( 40%)
) Beta strand ( 16%)

RS TM helix ( 5%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

