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Secondary structure and
disorder prediction

1 . . .. ... .10 . .. ... .20 . ... .300. ... ...oL80 . . . ., . . . .50 . . . .. . . . .80
M VVATVTDEQSAARELVRGWARTAASGAAATAAVRDMEYGFEEGNADAWRPVFAGLAGLGL
Secondary

****** ARAAARARANANANAAN——ANANAARANAANN AARARARANRNANN—

structure

SS

. HEEE S | I I 0 .
confidence

Disorder |
confidence
.. . ... . . . .70 . . . .., . . . .8 . . . ., . . . .09 . . . ., . . . .100. . . ., . . . .110. . . .., . . . .12
XM F GVAVPEDCGGAGGS| EDLCAMVDEAARALVPGPVATTAVATLVVSDPKLRSALASGERF
e ey RRR AAAAAAAARARAL  ALAALARRARAL  RARRARARN e

structure

SS
-

Disorder

Disorder
confidence
130 140 150 160 170 180

B AGVAI DGGVQVDPKTSTASGTVGRVLGGAPGGVVLLPADGNWLLVDTACDEVVVEPLRAT
Secondary . ; )
structure

_ Il ENW MM A B B ST B OO U .
confidence

Disorder 222

Disorder
confidence
190 . 200 . 210 220 230 . 240

MR DFSLPLARMVLTSAPVTVLEVSGERVEDLAATVLAAEAAGVARWTLDTAVAYAKVREQFG

Secondary ———— iy —— AR RN ARARARARAARARARARARARARARRANERS

structure

Disorder ? ?

Disorder
confidence
250 260 270 280 290 300

P KPI GSFQAVKHLCAQMLCRAEQADVAAADAARAAADSDGTQLSI AAAVAASI GI DAAKAN

Sy - ARTATRATIALARIATAIRAARARANN RULTRILTLLANARARAR
structure AAAAA
SS - . .________________________________________________________________________ || e
confidence
Disorder 2 2

Disorder
confidence
310 320 330 340 350 360

P AKDCI QVLGGlI GCTWEHDAHLYLRRAHGI GGFLGGSGRWLRRVTALTQAGVRRRLGVDLA

Secondary
RRRRRRRRRN ARRARAAAATIIAAAANY  ARARARRRARR I
structure e &
confideniz

Disorder 2222222222222 27

Disorder
confidence
P EVAGLRPEI AAAVAEVAALPEEKRQVALADTGLLAPHWPAPYGRGASPAEQLLI DQELAA

e A——RARRRAARAA ——— LLLLELLTLL AR AARAARRARARAA

structure

370 380 390 400 410 420

confidence

Disorder —2 ?

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

.. ... 430, ..., L440 . ..., .0450 . ..., 4860 . . .., . . .o.470. . . ., . . . .48
P AKVERPDLVI GWWAAPTI LEHGTPEQI ERFVPATMRGEFLWCQLFSEPGAGSDLASLRTK
e ———— AMAAAALAAAAAAAAS AAAARRAARAN — =— RAN — —

structure

Disorder

Disorder
confidence
490 500 510 520 530 540

) AVRADGGWLLTGQKVWT SAAHKARWGVCLARTDPDAPKHKGI TYFLVDMTTPGI EI RPLR
Secondary - - - - - -

—— S E— | ——— ——— ———— E——

structure

sS

confidence

Disorder 222

Disorder
confidence
. . . .., . . . .55 . . . ., . . . .50. . . ., . . . .570. . . ., . . . .580. . . ., . . . .590. . . .., . . . .600
PR El TGDSLFNEVFLDNVFVPDEMVVGAVNDGWRLARTTLANERVAMATGTALGNPMEELLK
Secondar . .
] — — RN SAMAAGTTRAIRTURRRRRRULRRAGURAARAAN

structure

Disorder ?

Disorder
confidence
610 620 630 640 650 660

P VLGDMELDVAQQDRLGRLI LLAQAGALLDRRI AELAVGGQDPGAQSSVRKLI GVRYRQAL
Pecondaly ARARA——AAAAARAAARAAARARAARARAARRARAR ARRARARLLLRRRRARAN

structure

SS
e —

Disorder 222222

Disorder
confidence
670 680 690 700 710

M AEYLMEVSDGGGLVENRAVYDFLNTRCLTI AGGTEQI LLTVAAERLLGLPR

Secondan ARAAAAA ARARRARAARAAAL  RRARARRRRRRRRR
structure
confidence
Disorder 222?222
I

Disorder
confidence

Confidence Key
High(9) Il [ERERNN Low (0)
? Disordered ( 7%)
A% Alpha helix ( 56%)
= Beta strand ( 14%)



