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Secondary structure and
disorder prediction

Pnyre

1. . Lo 10 . o200 300 L. oa0 . . ... U50 . ... ... .60

PR VSPTPRRRATLASLAAELKVSRTTVSNAFNRPDQLSADLRERVLATAKRLGYAGPDPVAR
Secondar
v ARAARARAN — ARARAAN——— RARANANAARANN———— KRN

structure
SS

confidence

Disorder

n . |
confidence

T (T )

PSS LRTRKAGAVGLVMAEPLTYFFSDPAARDFVAGVAQSCEELGQGLQLVSVGSSRSLADGT
Secondar - ;
Neary RARA—— — RAN R e e G 1 1

structure

confldence
Dl_sorder
confidence
130 140 150 160 . . 170 . . 180

AAVLGAGVDGFVVYSVGDDDPYLQVVLQRRLPVVVVDQPKDLSGVSRVGI DDRAAMRELA
Pecondary AARAN—m— RRUURRUAR — ARRARRAN

structure

SS
—_—— —

Disorder

Disorder
confidence
190 . 200 . 210 . .. 220 . .. . . . 230 . .. 240

GYVLGLGHRELGLLTMRLGRDRRQDLVDAERLRSPTFDVQRERI VGVWEAMTAAGVDPDS
Secondary
RANAAN  ——— ANASANNRRRNRANNNNS
structure R
SS
confidence
Disorder 2?22222222222227?2 2

Disorder
confidence
250 260 270 .. 280 . . . . . 290 . P 300

LTVVESYEHLPTSGGTAAKVALQANPRLTALMCTADI )YLRAHGI YVPGQMTVT
Pecondary Ry ———— ARARARARRARAR —— AAAAAAAARARAR —_—

structure
SS
confidence

Disorder ?

Disorder
confidence
. 310 . . . .. . 320 . . . 330 340 350

GF DGVPEALSRGLTTVAQPSLHKGHRAGELLLKPPRSGLPVI EVLDTELVRGRTAGPPA

-||—
a >
5
A U
a >

= -

U

Secondary - -
= ——ARAR ARUARARARRRRRRAR — —— S—————————
structure
SS
[ B B . I 2. I
confidence
Disorder 2 —12 2 2222722
e

Disorder
confidence

Confidence Key
High(9) J1ETIRII Low (0)
? Disordered ( 12%)
AR Alpha helix ( 43%)
= Beta strand ( 14%)

WS TM helix ( 4%)
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