mdejesus@rockefeller.edu
RVBD3589_(mutY)_4030672_4031586

> .
L ) [ _\ - a ST Fri Aug 9 18:20:27 BST 2019
I ‘ y SR 1d1773aeb77beged

Secondary structure and
disorder prediction

L 1o (10}
P MP HI LPEPSVTGPRHI SDTNLLAWYQRSHRDLPWREPGVSPWQI LVSEFMLQQTPAARVL
Secondary
ARAARANANANARANAN RARARARSNAANN——
structure m
SS

confidence

Disorder
confidence
L. . ... 70 ... ... .80 . ... ... .90 . . ... ...o.100 . .. ... ..o.1100. . . ... ..o.120
B Al WPDWVRRWPTPSATATASTADVLRAWGKLGYPRRAKRLHECATVI ARDHNDVVPDDI E
Secondary
AAAAAANSS— AN —ARARARNNNAN —ANARAAAAAARRRRARARANNS —— AN
structure
SS

confidence
Disorder

Disorder
confidence
130 140 150 . 160 170 180

PEEE | LVTLPGYVGSYTARAVACFAYRQRVPVVDTNVRRVVARAVHGRADAGAPSVPRDHADVLA

Secondary ————— RARARARARAR AARARRARA AARRARARAR
structure m
SS
&= | | b Bl o |
confidence -
Disorder ?

Disorder
confidence
190 200 . . . 210 . . . 220 230 240

B L LPHRETAPEFSVALMELGATVCTARTPRCGLCPLDWCAWRHAGYPPSDGPPRRGQAYTG

secondary pa— AARARAAAAAARARAAAA —
STUEIE R AS—RAAN RARAASN
SS [ B I | . ] | M TS
confidence
Disorder 2222222222222222722
| |

Disorder
confidence

PR TDRQVRGRLLDVLRAAEFPVTRAELDVAWLTDTAQRDRALESLLADALVTRTVDGRFALP

FIR25 OB 260 270 . 280 290 300

secondaly AMAARAARRAAAAA ————ARARAAA ——AAAAARRAAAAAA :
structure —
SS I L L I N T O
confidence
Disorder ? 227? ? 22 222

Disorder

. ISl S I B S B S O S == =
confidence

GEGF
Secondary
structure

SS
o —

Disorder ? 2 2 ?

D|§0rder I
confidence

Confidence Key
High(9) [ ENIRINLow (0)
? Disordered ( 15%)
AR Alpha helix ( 58%)
= Beta strand ( 1%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

