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Secondary structure and
disorder prediction

L0100 . . ... L200 . ... .30 .., .80 . . .. ... .50 . . . ... . . . .60

PErEMEEI MADRI ELRGLTVHGRHGVYDHERVAGQRFVI DVTVWI DLAEAANSDDLADTYDYVRLASR

Secondary - } ;
e e LR, —RERLLARR
structure RARAA RRAN RAN=

SS
confidence
Disorder ? ? ?

Disorder
confidence
70 80 90 100 110 120

AAEI VAGPPRKLI ETVGAEI ADHVMDDQRVHAVEVAVHKPQAPI PQTF DDVAVVI RRSRR

Secondary )
————— A A AR AAAA ——  eee——— [ ——

structure AAAAR
L=

confidence
Disorder

Disorder
confidence
. 130 . . .

MBI GGRGWVVPAGGAV
Secondary -
structure ‘

D|§order -
confidence

Confidence Key
High(9) I CTRIENN Low (0)
? Disordered ( 11%)
AR Alpha helix ( 29%)
iy Beta strand ( 38%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

