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Secondary structure and
disorder prediction

Pnyre

1. . Lo 10 . o200 300 L. oa0 . . ... U50 . ... ... .60

L EADARRSADTHLLRYPLPAAWCTDVDVELYLKDETTHI TGSLKHRLARSLFLYALCNG

Secondary I ; r— RAAAARAARARAARAR —
structure RAAAS —_— S ——
SS Il IS N . | . ] | I 0 .
confidence
Disorder ? ? ? ? ? 22227272 2

Disorder

. [ B |
confidence

70 oo .. 80 . ., . 90 100 110 120
WI NENTTVVEASSGSTAVSEAYFAALLGLPFI AVMPAATSASKI ALI ESQGGRCHFVQNS
Secondary Lol ok ol el oo Pl oh ol e
structure
SS
confidence

Disorder
confidence
L0130 . . . ., . .. .180 . . . ., . . . 150 . . . ... . . . 160 . . . ... . . . .170. . . ... . . . .18

SQVYAEAERVAKETGGHYLDQFTNAERATDWRGNNNI AES|I YVQMREEKHPTPEWI VVGA
Secondary - -

RASAAAASANNANS RAASAAN—— ARAAAANRAANNSN——— e

structure -y

SS

confidence

Disorder

Disorder
confidence

| Sequence [eRliefe
-

190 . 200 . 210 220 230 . 240

TSATI GRYI RYRRHATRLCVVDPENSAFFPAYSEGRYDI VMPTSSRI EGI GRPRVE
s

Secondary P - "
— SRR ——
ST F AR —_— R8N
confidence
Disorder 2 —22222222222

Disorder
confidence
250 260 270 280 P 290 300

equence P P A P A A A A A A P T T
S SFL GVVDRMV V D SI RHVS VLGRRVG S G NLWG
Secondary QARRAAR sy AARARARAAARARR — m——p LLURIRLUUAARRARARAR =

structure

SS
I -

Disorder ?

Disorder
confidence
L0310 . . . ., . . . .320. . . ... . . . .33 . . . ... . . . .340.

M VVTLLADSGDRYADTYFSDEWVSAQGLDPAGPAAALVEFERSCRWT

.n
m
=
=
J>
m
Z
< .
~ -
o
@ -
9 o
wn
G)
wn

Secondary -

—— A% AR RRRRAR RRARRRRRE
structure

confidence
Disorder 222272722

Disorder
confidence

Confidence Key
High(9) J1ETIRII Low (0)
? Disordered ( 12%)
A% Alpha helix ( 44%)
= Beta strand ( 15%)

S TM helix ( 14%)
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