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Secondary structure and
disorder prediction

BT MV Y TGS DAGDHASAPQPSGSGSVPASVNVP GLVVAAVWAVGLVAGLVALTI GHLAVAAAA
secondary ., =~ s sARRA ASLRRLLALTLAALAAASLAALRAAALRANNR

structure

Di;order _ - = mm
confidence
.. . .., . . . .70 . . . ., . . . .8 . . . ., . .. .09 . . . ., . . . .10. . . ., . . . .110
L VVAVMAPWCRVAYI AHGQHRVCGETLRGTPAGETASFPTGWRGLRFSTR
Secondar
Y AATTTHLTLLLLRARAARAARARARAA

structure

confidence
Disorder 222?22 —22222122222?2271?2? ? 2227272
DI_Sorder [ | Il I I OO D
confidence

Confidence Key
High(9) Il IRIINII Low (0)
? Disordered ( 48%)
A% Alpha helix ( 58%)
= Beta strand ( 2%)

RS TM helix ( 37%)


http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

