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Secondary structure and
disorder prediction

L0100 . ... 200. 300 . L8050 . . ... . . . .60

PP VALVVQKYGGSSVADAERI RRVAERI VATKKQGNDVVVVVSAMGDTTDDLLDLAQQVCPA

Secondary - -
o e— RARARARAATARAAAR sy AAGARAANANNAN
structure
confidence
Disorder ? 2 )

D|§order -
confidence
L0700 .. ... .. .80 ... ... ...90 ... ... 1000. ..., ...oL1100. .. ... ..o 120

PP PPRELDMLLTAGERI SNALVAMAI ESLGAHARSFTGSQAGVI TTGTHGNAKI | DVTPGR

Pecondaly —ARAAAARARAARAARARAARARAAR sy RAR—— —p RRR

structure

SS
confidence

Disorder

Disorder
confidence
130 140 150 160 . . . 170 . . 180

LQTALEEGRVVLVAGFQGVSQDTKDVTTLGRGGS DTTAVAMAAALGADVCEI YTDVDGI F
Secondary .

—_— — ARG —

structurem

SS

confidence

Disorder

Disorder
confidence
190 . 200 . 210 220 . . . 230 . .. 240

SADPRI VRNARKLDTVTFEEMLEMAACGAKVLMLRCVEYARRHNI PVHVRSSYSDRPGTV
Secondar - -
v — RANASAAAN — AASAAAAAN —

structure
SS
confidence

Disorder ?

Disorder
confidence
250 260 .. 270 . . 280 . . 290 . P 300

VVGSI KDVPMEDPI LTGVAHDRSEAKVTI VGLPDI PGYAAKVFRAVADADVNI DMVLQNV

Secondary . . }
— ——— S———— ARRAARARARAR — —
structure —
confidence
Disorder 2?2 227 7 27272

Disorder
confidence
L0310 . . . ., . . . .03200. . . ... . . . .33 . . . ... . . . .30 . . . .., . . . .3 . . . ... . . . .360

P SKVEDGKTDI TFTCSRDVGPAAVEKLDSLRNEI GFSQLLYDDHI GKVSLI GAGMRSHPGV

Secondary - } )
~~~~~~~ —— RAAARARRAARRARRAL ey gy —
structure AN —ASN
)
confidence -
[ o)

Disorder
confidence
370 380 390 400 410 420

TATFCEALAAVGVNI ELI STSEI RI SVLCRDTELDKAVVALHEAFGLGGDEEATVYAGTG
S, RRAARARAARN ——— —
" e e S L L ey ———
structure
SS
confidence
Disorder 2 ? 22272

Disorder
confidence



http://www.sbg.bio.ic.ac.uk/phyre2/index.cgi

R
Secondary
structure

SS
conrgence g

Disorder ?
D|_sorder -
confidence

Confidence Key
High(9) |1 FIIRIEl Low (0)
? Disordered ( 7%)
AR Alpha helix ( 37%)
) Beta strand ( 26%)



